Kop,

27.1.
27.102.
27.103.
27.104.
27.106.
27.107.
27.108.
27.21.
27.25.
27.3.
27.4.
27.5.
27.50.
27.54.
27.55.
27.56.
27.57.
27.69.
27.87.
27.91.
27.92.
27.93.
28.100.
28.101.1.
28.110.
28.111.

27.10.
27.11.
27.40.1.
27.40.2.
27.41.
27.71.
27.73.
27.74.
27.75.
28.104.
28.107.
28.108.
28.93.
28.94.
28.95.
28.96.1.
28.96.2.
28.97.1.
28.97.2.
28.98.1.
28.98.2.
28.99.1.
28.99.2.

27.109.1.
27.109.2.
27.6.
27.717.
27.78.
27.79.
27.80.
27.81.
27.82.
28.103.
28.115.

28.116.

28.117.
28.3.

27.110.1.
27.110.2.
27.20.
27.62.
27.84.

HomeHknatypa

01.KOMIMNEKCHbLIE MCCJIEOOBAHUA

01.01.0BLLWME ONATHOCTUYECKWE KOMMNEKCHI

["ocnuTanbHbIN KOMMNeKe

OcTteonopos

AHemus (KoMnnekc)

BbinageHne Bonoc (CKPUHUHT)(KOMMEKC )

Briomapkepbl hyHKLMOHANbHON CNIOCOOHOCTU NEYEHN (CKPUHUHT)
Bromapkepbl hyHKLMOHaIbHOM CNOCOBHOCTM NEYEHN (pacLUMPEHHDbIN)(KOMMIIEKC )
Broxmumusa (6asosasi)

LLinToBnaHas xenesa

Moyku

JlvnuaHbeIn KOMNMeKC (AMarHocTMka aTepockeposa)
FEMOCTA3MOIrPAMMA (Koarynorpamma)

LLintoBnaHas >xenesa (CKpUHWHI)

E>xerogHoe npodumnaktnieckoe obcriefoBaHve

CaxapHbii gnabeTt (CKPUHWHT)

MomxenynoyHas xenesa

[MeyeHb

CycTaBbl (komrnekc)

PeBmatonaHbin apTpuT (KOMMMEKC)

MeTabonmyecknin Npohusib(KOMMIEKC )

AHTMdOCHONMNMUAHBIA CUHAPOM(KOMMIEKC )

Liennaknsa(komnnekc )

CaxapHbIit guabeTt(komnsekc )

MBC (cpakTopbl pucka u neveHue)

MEPUATEJIbHAA APUTMUA (komnnekc)

rOCTMUTANbHLIN (KOMMNMNEKC PACLUMPEHHbIN)

BUNOXMNA PACLUNPEHHAA

01.02.0MATHOCTUKA MHOEKLINN

MLP-6 kayecTB. (Ma3ok/mo4a)

MLP-12 kayecTB. (Ma30k)

MUP-6 konu4. (ma3ok) (Metog Real-Time)

MUP-6 konu4. (moya) (Meton Real-Time)

MLP-12 konwu4. (ma3sok) (Meton Real-Time)

MLP-8 kauecTB. (Ma3ok/moya)

MLP-10 kayecTB (Ma3ok/mMmo4va/cnepma)

MLIP-10 konny. (ma3ok/moya/cnepma)(MeTton Real-Time)

MLUP-8 konuy. (masok/moya) (Metog Real-Time)

TORCH - NHPEKLINN

MLP-4 BUPYCbI (aHanu3 maska) Ka4eCTBEHHbI

MUP-4 BUPYCbI (aHanu3 ma3ska) Konm4eCcTBEHHbIN

MLP-13 ka4eCcTBEHHbIN

MLP-13 + KBM KONMYECTBEHHbIN

MUP-14 ANA XEHWWH (MNUP-13 + nakTobakTepum) KONMYECTBEHHbIN
MLUP-4 UIMTM natoreHsl (aHann3 Maska) KadeCTBEHHbIN

MUP-4 UMMM natoreHsbl (aHanM3 Mo4u, CnepMbl) KAYeCTBEHHbIN

MLIP-4 UMMM natoreHsbl (aHann3 Maska) KOnM4eCTBEHHbIV

MLUP-4 UMMM natoreHsbl (aHanu3 MoYn, cnepmbl) KONMYECTBEHHBIN

MLP-4 UMMM ycnoBHble NaToreHbl (aHanmM3 Maska) KaueCTBEHHbIN

MLIP-4 UTIMMN ycrnoBHble naToreHbl (aHanMa3 Moy, Cnepmbl) Ka4eCTBEHHbIV
MLUP-4 UMMM ycnoBHble NaTtoreHbl (aHanu3 Maska) KOrM4eCTBEHHbIN
MLP-4 UMMM ycnoBHble NaToreHbl (aHanmM3 MoYu, CnepMbl) KONMYECTBEHHbIN
01.03.0J1A XXEHLUMH

CHECK-UP Ne1 ONA XEHLWMWH (aHanu3 kpoBw)

CHECK-UP Ne2 ONA XEHLWWNH (aHanus maska)

AgpeHoreHuTanbHbIn Komrneke (M30bITOK MyXXCKMX TOPMOHOB Y XEHLLMH)(KOMIMIIEKC )
O6cnenoaHve npy 6epemeHHocTM (1 TpUMecTp)

O6cnenoBaHve npy 6epemMeHHOCTH (2 TpUMecTp)

O6cnenoaHve npy 6epemeHHOCTH (3 TpUMecTp)

YKeHckune ropmoHb! (honnmkynsapHas gasa)

>KeHckre ropmoHbl (nmtoTemHoBas gasa)

YKeHckune ropMoHbl (MeHomnaysa)

OHKOMapkepbl Ans XeHLWWH (npodunakTndeckoe obcrnegoBanHme)
MMTAHWPOBAHUE BEPEMEHHOCTW LIEPBUKATBHbBIV CKPUHWHT, MMM
(MperpaBuaapHas NOAroToBka)

NMNAHNPOBAHUVE BEPEMEHHOCTU OBLLEKNTNHUYECKUE NMOKA3ATENN
(MperpaBuaapHasi NOAroToBKa)

MNAHNPOBAHWE BEPEMEHHOCTU NHPEKLINWU (MperpaBunagapHas noaroToBka)
MPODUNAKTUKA PAKA MONOYHOW XENE3bI

01.04.0J1A4 MY>KYUNH

CHECK-UP Ne1 ONA MY>XXYUH (aHanu3 kpoew)

CHECK-UP Ne2 ONA MY>XXYUH (aHann3 moun)

BYOYLWNA NAMA

OHkomapKepbl Ans MyXYuH (MpodunakTnieckoe obcrenoBaHme) (KOMMneKc)
My>KCKne ropMoHbl

Llena

1260,00
4 080,00
3 000,00

1620,00
1 950,00
2 570,00

1400,00
2 260,00

1090,00

550,00
800,00

1620,00
2 810,00

1380,00

1220,00

1420,00

1540,00
2 490,00
3 460,00
4 260,00
3 510,00
4100,00
2 240,00
4 980,00
4 360,00
3 370,00

1280,00
2 570,00
1 620,00
1 620,00
3 240,00

1710,00
2 140,00
2 700,00
2 160,00
4 340,00

780,00
990,00
2 550,00
3 210,00
3 460,00
780,00
780,00
990,00
990,00
780,00
780,00
990,00
990,00

9 500,00
5510,00
1440,00
9 820,00

670,00
5 450,00
3 330,00

650,00
1200,00
4 030,00
3 860,00

3 690,00

5 490,00
4 130,00

9 500,00
4 670,00
4 650,00
2 660,00
3 870,00



50.2.1368 TecTtocTepoH cBOGOAHbIV (onpeaeneHue TectoctepoHa obuiero, FCINI™ n nHaekca
cBODOOAHbIX aHOPOreHoB)
01.05.0NA OETEW

27.200. PebeHok no roga

27.99.1. |3[OPOBbI/ PEBEHOK (BeHo3Has KpoBb)

27.99.2. |3[10POBbI/ PEEEHOK (kanunnspHas KpoBb)

28.105. ExxerogHoe obcrnenoBaHue pebeHka

28.119 CHECK-UP Ne1 ANA NOAPOCTKOB (aHanus kposu)
01.06.9UTHEC KOMIMJIEKCHI

27.47. PUTHEC MOHUTOPWUHI (komnnekc )

27.49. OUTHEC KOHTPOJ1b CIIOPTVUBHOIO MNTAHNA
02.0BLWEKITMHNYECKUE UCCJIEOOBAHUA
02.01.0BLLEKNMNMHNYECKUE NCCNEOOBAHUA KPOBU
02.01.01.06wwm aHanm3 KpoBu

3.1.1. O6wwun aHanu3 kposm 6e3 nevikouuTapHon hopMyribl BEHO3HAsS KPOBb
3.1.2. 06w aHanm3 kpoBu 6e3 nenkounTapHOn hopMYIbl KanunisipHas KPoBb
3.2.1. OBLMi aHanM3 KPOBM C NeNKouMTapHOM hopMysio BeHO3Hasi KpOBb
3.2.2. O6Lwuin aHanu3 KPoOBM C NENKoLUTapHOM (DOPMYIO KanumnnsipHasi KpOBb
3.4. O6LWwuin aHanU3 KPOBM PacCLLUMPEHHbIN C NerkoLuuTapHoi (hopMyron U peTukynouutamm (
TOMbKO BEHO3Has KPOBb)
3.9.1. KrnuHuueckuin aHanma KpoBm ¢ nenkoumtapHo cpopmyson n COJ (¢ MyKkpockonven maska
KPOBW MpW BbISIBIIEHUM NPU BbISIBNEHUN NATONOMMYECKUX U3MEHEHWI) (BEHO3HAS KP
3.9.2. KnuHuyeckuin aHanua KpoBu ¢ nenkoumtapHon dpopmysnon n CO3 (¢ MyKpockonven maska
KPOBW MNP BbISIBNIEHUM NATONOMMYECKMX M3MEHEHWI) (KanuinspHas KpoBb)
02.01.02.CO3
3.3.1 COD3 no BecteprpeHy (BeHO3Hasi KPOBb)
3.3.2. CO3 no BecTteprpeHy ( kanunnsipHasi KpOBb)
02.01.03.J1emnkounTtapHas dopmyna
3.5.1. JlenkounTapHast dopmyrna
3.5.2. JevikounTtapHasa dopmyna (kan.kp)
02.01.04.PeTtukynouutbl
3.6.1. PeTvkynouuTtel BeHO3Has KpOBb
3.6.2. PeTukynounTbl KanunmisapHas KpoBb
02.01.05.[ononHnTenbHbIE UCCneqoBaHus K 06LLeMyY aHanm3y KpoBu
3.7.1. MoacyeT TpombouuToB No meToay PoHWo (BeH. KpoBb) (HasHavaTb BMecTe ¢ "OAK")
3.7.2. MoacuyeT TpomGouutoB no metoady PoHuo (kanun.kpoBb) (HasHa4YaTb BmecTe ¢ "OAK")
3.8.1. OnpepeneHve NPOLIEHTHOIO CoAepXXaHns MOHOHYKIeapoB B KPOBM (BEH. KPOBb) (Ha3HavaTb

BmecTte ¢ "OAK")

3.8.2. OnpepeneHve NPOLIEHTHOrO CoAepXXaHns MOHOHYKeapoB B KPOBM (Kar. KpOBb)(Ha3Ha4aTb

BmecTe ¢ "OAK")
02.02.0BLLEKNNHNYECKUE NCCNEOOBAHNA MOYIA

10.1. AHanM3 Mo4ur no 3UMHMLKOMY

9.1. OBLMin aHanM3 Moin

9.2. AHanm3 moyu no HevmnopeHko

9.3. 2-X cTakaHHas npoba

9.4. 3-x cTakaHHas npoba
02.03.0BLLEKNMHNYECKUE NCCNEOOBAHUA KATIA

21.10. Tect «Colon View Hb n Hb/Hp» Ha ckpbITyto kpoBb B Karne (obHapyxeHue remorrniobuHa unm
KoMnnekca remornobuHa/rantornobuHa B kane)

21.11. "MmeHonennaoosbl

21.12. BrnactoumncTbl

21.13. CTpoHrunounabl

21.14. J1IeHTOYHbIE YepBu

21.2. Konporpamma

21.3. CkpbITast KpoBb

21.5. Anua renbMMHTOB

21.6. MccnepoBaHue cockoba Ha 3HTepobuos

21.7. MpocTtenwne

03.BMOXNMNYECKUME NCCIEQOBAHUA
03.01.BMOXUMNYECKME NCCITEQOBAHUNA KPOBA
03.01.01.BenkoBbi 1 aMUHOKUCIIOTHBIN 0OMeH

1.1. O6wmin Genok

1.1.1. O6wmin Genok

1.2. BenkoBble dpakumm B T.4. ObLwmin 6enok
1.3. AnbbymuH

1.3.1. AnbOymMuH

1.4. KpeaTtuHuH

1.4.1. KpeatuHuH

1.5. MoueBuHa

1.5.1. MoueBunHa

1.52. MoueBas kucnota

1.52.1. MoueBas kucnota

1.53. omouuncTenH

1.64.1 AHanu3 KpoBu Ha coaepxaHne HesaMeHUMbIX aMUHOKUCHOT (16 nokasaTenen -

acnaprmHoBasi, TPEOHWH, ryTaMWHOBas, MMNLWH, anaHuH, CEPVH, BanuH, METUOHWH, NewL,

1.641.1. KoMMmeKcCHbIN aHanM3 Ha aMMHOKUCIOThI (32 nokasaTtensi) (KpoBb)
1.641.2.  KoMMnekcHbI aHanmM3 Ha aMmmHOKMUCOThbI (32 nokasarens) (Moya)
03.01.02.Cneuundunyeckue 6enkm

1390,00
1500,00
670,00

3 560,00
6 840,00

4 400,00
2 780,00

190,00
350,00
530,00

450,00

140,00

190,00

220,00

210,00

180,00

480,00
200,00
200,00
350,00
440,00

1150,00

350,00
350,00
350,00
350,00
550,00
350,00
350,00
250,00
350,00

150,00

240,00
200,00

150,00
150,00
150,00

1300,00
2 790,00

5 300,00
5 300,00



1.101.
1.103.
1.46.
1.49.
1.50.
1.51.
1.54.
1.57.
1.58.

1.10.
1.10.1.
1.102.
1.102.1.
1.11.
1.11.1.
1.12.
1.12.1.
1.13.
1.13.1.
1.6.
1.65.1

1.66.1

1.67.1

1.7.
1.8.
1.8.1.
1.9.
1.9.1.

1.107.
1.108.
1.109.
1.14.2.
1.16.
1.16.1.
1.17.
1.18.
1.19.
1.63.

1.20.
1.20.1.
1.21.
1.21.1.
1.22.
1.22.1.
1.23.
1.23.1.
1.24.
1.24.1.
1.25.
1.25.1.
1.26.
1.26.1.
1.27.
1.27.1.
1.28.
1.28.1.
1.29.
1.29.1.
1.30.
1.30.1.
1.31.
1.31.1.
1.32.

1.32.1.

1.33.
1.33.1.

1.34.
1.34.1.

303MHODUITbHBIV KATUOHHBIN GENok

Anbda-1-aHTUTPUNCUH

LiepynonnasmuH

AnTuctpentonmannH-O (ACI0)

C-peakTuBHbIN 6enok

PeBmartounaHbI haktop

MpokanbLUTOHUH

"anTorno6uH

Anbda-2-MakpornodynuH

03.01.03./lunnaHbIn o6meH

Xonectepur-J1TBI1

XonecTtepur-NTBIi

Tpurnuuepuabl

Tpurnuuepwvapbl

XonectepuH-JINMOHI1 (B TOM Yncne Tpurnuuepuabl)

XonectepuH-JITTTOHIT (B TOM Yncne Tpurnuuepuabl)

JNvnonpoTtewH (a)

JlunonpoTeuH (a)

MHpekc ateporeHHocTy (XC obwmin, JITBIM)(komnsiekc )

MHpekc ateporeHHocTn (XC obwwmin, JTNBIT)

AnonunonpoTtenH A1

HeHacblLweHHble xupHble kucnoTel ceMeiicTBa OMEGA-3 (aliko3aneHTaeHoBas KucroTa-
EPA, nokosarekcaeHoBas kucrnota-DHA, anbda-nmHoneHoBas kucrnota-ALA)
Onpepenenve Omera-3 nHaekca (oueHKa pucka BHe3arnHom CepAeyHon CMepTH, nHdapkTa
MUOKapaa v Apyrux cepaevHo-CocyancTbix 3aboneBaHuin)

HeHacblLweHHble XupHble kucnoTel cemelictea OMEGA-6 (nuHoneBsasi, raMma-nnHoneHoBas!,
Ouvromoramma-nvHONeHoBasi, apaxvMaoHOBas, 3Ko3aaMeHoBasi, JOKO3aaneHoBas, 40

AnonunonpoTevH B

XornectepuH obwui

XornectepuH obwui

XonectepuH-NTMHI

XonectepuH-NTMHI

03.01.04.YrneBoaHbIi 06MeH

["MOKO30TONEPAHTHBIV TECT C ONpeaerieHnem rroKo3bl 1 MHCYNMHA
"MioKO30TONEPAHTHBIV TECT C ONpeaeneHnem rnko3el, C-nentuaa, MHCyMHa
WHpekc nHeynmHopesucteHTHocT HOMA-IR (komnnekc )

"nioko3a (bTopua)

I"ntoko3oTonepaHTHbIn TecT (0-120)

"ntoko3oTonepaHTHeIn TecT (0-60-120)

DpyKTO3aMUH

"MnknMpoBaHHbIN remornobuH (HbA1c)

Jlaktat

["NIOKO30TONEPaHTHbIN TECT C ONpeaeneHnem rmoko3bl n C-nentuaga
03.01.05.PepmeHTbI

AnaHvHamuHoTpaHcdepasa (AJ1T)

AnaHnHamunHoTpaHcdepasa (AJT)

AcnapTtatamuHoTpaHcdepasa (ACT)
AcnaptatamuHoTpaHcgepasa (ACT)

Amwunasa

Amwunasa

AmMunasa naHkpeaTtuyeckas

Amwunasa naHkpeaTmyeckas

Jlunasa

Jlvnasa

XonuHacTepasa

XornuvHacTepasa

"'mopokcubyTnpataermaporeHasa ( 1-s dpakums)
"'vapokenbyTupataernaporeHasa ( 1-a dpakuus)
TNaktaTtaerngporeHasa (J14IN)

JNaktatoernpporexasa (140)

Famma-I'T

Famma-I'T

KpeaTuHkuHasa

KpeaTnHkvHasa

docdaTasa kncnas obuias

docdpaTasa kucnas obLLas

docghaTasa kucnas HenpocTatuyeckas

docdaTasa Kncnas HenpocTaTudeckas

docatasa kucnasi npoctatndeckasi (Pocdatasa kucn.obwas, PoccaTasa kuch.
HenpocTaTuyeckas) (Komnnekc)

docdpaTasa kucnasa npoctatudeckas (Pocdatasa kucn.obuwas, docdarasa kucn.
HenpocTaTuyeckasi)

®docaTasa wenovHasa

dPocaTasa LenovHas

03.01.06.MurmeHTHbIN 06MeEH

Bunnpy6uH obLwunin

Bunnpy6buH obLuii

720,00
670,00
560,00
350,00
310,00
350,00
1 700,00
570,00
520,00
190,00
180,00
420,00
830,00
370,00

540,00
4 100,00

3 550,00
3 350,00
400,00
180,00
160,00
1410,00
1 860,00
660,00
140,00
690,00
240,00
470,00
540,00
1500,00
150,00
150,00
200,00
240,00
280,00
220,00
230,00
150,00
150,00
230,00
200,00

200,00

410,00

150,00

150,00



1.35.
1.35.1.
1.36.
1.36.1.

1.59.
1.591.
1.60.
1.601.
1.62.

4.1.
4.2.
4.3.
4.5.
4.6.
4.7.
4.8.
4.9.

13.1.
13.2.
13.3.
13.4.

7.1.
7.2.
7.3.
7.4.
7.5.

1.110.

1.56.1
1.61.1

4.11.
4.14.
4.15.
4.16.
4.17.
4.18.
4.19.
4.20.
4.21.
4.22.
4.23.1
4.24.1
4.25.1
4.26.1
4.4.
50.24.212

1.117.2.
1.117.3.
1.37.
1.38.
1.39.
1.42.
1.43.
1.44.
1.45.
1.47.
1.48.11.
1.48.21.
1.48.31.
1.48.41.
1.68.1.
1.68.2.
1.68.3.
1.68.4.
1.69.1.
1.69.2.
1.69.3.
1.69.4.
1.70.1.
1.70.2.
1.70.3.

Bunnpy6uH npsimon 150,00
BunnpybuH npsmon

Bunnpy6uH Henpsimoli (BuninpybuH npsimoit, BUnnnpyouH obLumin) 270,00
Bunupy6uH Henpsimo (Bunupy6uH npsimon, BunnnpybuH obLuuin)

03.01.07.[uarHocTuka naTonorum nevexHn 6e3 Guoncum

dubpoTect 12 240,00
durbpoTecT (TONbKO pacyeT Npu Hanu4mMm pesynbTaToB UccriegoBaHuss CteatoCKpWH) 9 540,00
DdurbpoMakc(komnnekc ) 14 490,00
durbpoMakc (TonbKo pacyeT npu HanndMm pesynbTaToB nccnegoBaHus CteatoCKpuH) 12 700,00
CteaTtoCKpuH(KkOMMIIEKC ) 6 390,00
03.01.08.[uarHocTrka aHemui

CbIBOPOTOYHOE Xere3o 180,00
OXXCC (CbiBopoTo4Hoe xene3o, JIKCC) 300,00
donatbl 780,00
DeppUtnH 470,00
TpaHcdheppuH 440,00
SOpUTPONOSTUH 920,00
PacTtBopumble peuenTtopbl TpaHcdeppuHa (sTfR) 1550,00
KoadhdpmumeHT HacbIweHna TpaHcdeppuHa 560,00
03.01.09.AHTMOKCMAAHTHBIN CTaTyC

CynepokcugamcmyTasa (CO[) 2 190,00
'nyTatnoHnepokcuaasa (') 1 790,00
8-OH peokcuryaHosuH 2 860,00
OOt aHTMoKCMaaHTHbIN cTaTtyc (TAS) 1 950,00
03.01.10.Kapanomapkepbl

MwuornobuH 690,00
KpeatuHkuHasa Mb 420,00
TPOMOHWH | 590,00
CB06OAHbIE XXMPHbIE KACIIOTbI 1 750,00
Moasroson HaTpunypeTudeckuin nentug (NT-proBNP) 2 390,00
03.01.11.ButamuHbl

25-OH ButamuH D cymmapHbii (25-OH Butamun D2 1 25-OH Butamud D3, obwui 1050,00
pe3ynbTar)

KomnnekcHbIi aHanu3 Kpoeu Ha ButamuHbl rpynnbl D (D2 n D3) 3 900,00
MeTtabonutbl BUuTamuHoB rpynnbl D (1,25-OH Butamun D3 n 24,25-OH Butamun D3, 4 100,00
pasaenbHbIn pe3ynbTar)

ButamuH A 2 150,00
beTta-kapoTuH 2 150,00
ButamuH K 2 150,00
ButamuH E 2 150,00
Butamuu C 2 150,00
ButamuH B1 2 150,00
Butamun B2 2 150,00
Butamun B3 (HuaumH) 2 150,00
ButamuH B5 2 150,00
Butamux B6 2 150,00
Butamunbl rpynnel B (B1,B82,B3,B5,B86,89,B12) 11 000,00
BopopacTteopumble BuTamuHbl (B1,B5,B86,C) 7 750,00
>KupopacTteopumble Butamunbl (A,D,E,K) 7 520,00
KomnnekcHbI aHanu3 KpoBu Ha ButamuHbl (Butamunel A,D,E,K,C,B1, B5,B6) 13 000,00
ButamuH B12 650,00
ButamuH B12, akTuBHBbIN (XonoTpaHckobanamuH) 580,00
03.01.12.MuHepanbHbIi 06MeH

Won (xpoBb) 800,00
Wop (moua) 800,00
Kanbuui obLimmn 180,00
Kanbumin MoHM3MpoBaHHbIN (Ca++) 270,00
Karnuii (K+), Hatpuii (Na+), xnopuabl 240,00
Ca++, Na+, K+(komnnekc ) 430,00
MarHu 210,00
docdop HeopraHndeckui 180,00
Menb 310,00
LinHk 260,00
AHanua MuHeparnsHoro obmeHa (23 anemeHTa) (Bosrochl) 3 850,00
AHanun3 MuHeparnbHoro obmeHa (23 anemenTa) (nnasva) 3 850,00
AHanua MyHepanbHoro obmeHa (23 anemeHTa) (Moya) 3 850,00
AHanma MMHeparnsHoro obmeHa (23 anemeHTa) (HorTu) 3 850,00
JNvtvn (Bonocel) 710,00
Jlutuii (kpoBb) 710,00
Jlntuia (Mmoua) 710,00
Nvtun (HorTn) 710,00
Bop (Bonocskl) 710,00
Bop (kpoBb) 710,00
Bop (moua) 710,00
Bop (HorTn) 710,00
HaTpwuii (Bomnochl) 710,00
HaTtpwi (kpoBb) 710,00

Hatpuin (mova) 710,00



1.70.4.
1.71.1.
1.71.2.
1.71.3.
1.71.4.
1.72.1.
1.72.2.
1.72.3.
1.72.4.
1.73.1.
1.73.2.
1.73.3.
1.73.4.
1.74.1.
1.74.2.
1.74.3.
1.74.4.
1.75.1.
1.75.2.
1.75.3.
1.75.4.
1.76.1.
1.76.2.
1.76.3.
1.76.4.
1.77.1.
1.77.2.
1.77.3.
1.77.4.
1.78.1.
1.78.2.
1.78.3.
1.78.4.
1.79.1.
1.79.2.
1.79.3.
1.79.4.
1.80.1.
1.80.2.
1.80.3.
1.80.4.
1.81.1.
1.81.2.
1.81.3.
1.81.4.
1.82.1.
1.82.2.
1.82.3.
1.82.4.
1.83.1.
1.83.2.
1.83.3.
1.83.4.
1.84.1.
1.84.2.
1.84.3.
1.84.4.
1.85.1.
1.85.2.
1.85.3.
1.85.4.
1.86.1.
1.86.2.
1.86.3.
1.86.4.
1.87.1.
1.87.2.
1.87.3.
1.87.4.
1.88.1.
1.88.2.
1.88.3.
1.88.4.
1.89.1.
1.89.2.
1.89.3.
1.89.4.
1.90.1.

HaTpui (Hortn)
Marnwui (Bonocel)
Marnuii (kpoBb)
Marnui (Mo4a)
Marnwi (Hortu)
AntomMuHuiA (Bonochkl)
AntoMuHUIA (KPOBb)
AntomMyHuIA (Moya)
AnOMUHWUIA (HOrTK)
Tannui (Bosocol)
Tanmvi (kpoBb)
Tannuin (mo4a)
Tannui (Hortn)
Kanwn (Bonocel)
Kanun (kpoBb)
Kanuii (moya)
Kanwi (Hortu)
Kanbuuii (Bonockl)
Kanbumit (kpoBb)
Kanbuwi (Moya)
Kanbuui (Hortm)
TwuTaH (BONochl)
TuTaH (KpoBb)
TutaH (Mo4a)
TwTaH (HorTm)
Xpom (Boriochl)
Xpom (KpoBb)
Xpom (Moua)
Xpom (HorTw)
MapraHeL, (Borochbl)
MapraHeLl, (kpoBb)
MapraHeL, (Mo4a)
MapraHeL, (Horti)
YKeneso (Bosocbl)
YKeneso (kpoBb)
YKeneso (moua)
YKeneso (HorTtn)
Ko6anbT (Bonochbl)
Kob6anbT (kpoBb)
Ko6anbT (Mo4a)
Ko6anbT (HorTu)
Hwukenb (Bonockl)
Hukenb (kpoBb)
Huvkenb (Moua)
Hukenb (Hortu)
Megb (Bonochbl)
Megp (kpoBb)
Megp (Moya)
Megab (HorTun)
LInHk (Bomochl)
LinHk (kpoBb)
LinHk (Moua)

LIMHK (HorTIn)
MbILWwbsiK (BOroChI)
MbILWwbsK (KpOBb)
MblILwbsaK (Moya)
MbILWbAK (HOMTK)
CeneH (Bonocel)
CeneH (KkpoBb)
CeneH (Mo4a)
CeneH (HorTn)
MonnbaeH (Borochbl)
MonnbaeH (KpoBb)
MonnbaeH (moya)
MonubaeH (HorTu)
Kagmuit (Borocbl)
Kagmwun (kpoBsb)
Kagmui (moya)
Kagmwi (Horti)
Cypbma (Boriochl)
CypbMa (KpoBb)
Cypbma (Moya)
Cypbma (HorTu)
PTyTb (BONOCHI)
PTyTb (KPOBB)
PTyTb (Mo4a)
PTyTb (HOrTI)
CauHeL (Bosiocbl)

710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00
710,00



1.90.2.
1.90.3.
1.90.4.

10.2.
11.1.
11.10.

11.11.1.
11.11.2.
11.12.1.
11.12.2.

11.13.
11.15.
11.16.1
11.2.1.
11.2.2.
11.3.1.
11.3.2.
11.4.1.
11.4.2.
11.5.
11.6.1.
11.6.2.
11.7.1.
11.7.2.
11.8.1.
11.8.2.
11.9.1.
11.9.2.

21.1.
21.4.
21.9.

16.8.

16.9.

2.1.
2.2.
2.3.
2.4.
2.5.
2.6.
2.7.
2.8.

2.10.
2.11.
2.12.
2.13.
2.14.
2.15.
2.16.
2.17.
2.18.
2.50.
2.51.
2.52.
2.53.
2.54.
2.9.

2.19.
2.20.
2.21.
2.22.
2.55.
2.57.

1.100.
2.24.
2.25.
2.26.
2.27.

CauHeL (kpoBb)

CsuHeu (Moya)

CsuHel, (HOrTn)

03.02.BMOXMMNYECKNE MCCIEQOBAHUA MO4YU
[Mpoba Pebepra (cyTouHas)

pH (pasoBas)

Kanbumii (TOrbKo CyToYHas)

HaTtpwn, Kanuii (pa3osasi)

Hatpuir, Kanuin (cyTouHas)

docdop HeopraHndeckuii (pasoeas)

docdop HeopraHN4eckuii (CyToyHas )

OkcanaTbl (TONbko pa3oBast)

Mpo6a CynkoBnya (Kanbumi Moum, Ka4eCTBEHHbIV TeCT) (pa3oBast)
XUMWYECKUI aHaM3 MOYEBOIO KaMHsI (CMIEKTPOCKOMUS, KONMYECTBEHHO)
O6Lwwin 6enok (pasoBas)

06w 6enok (cyTovHas)

MwukpoanbbymuH (ans6ymuH) (pasosas)
MukpoanbbymuH (anbOymuH) (CyTouHas)

Amunasa (pasoasi)

Amwunasa (cyTodHasi)

BunnpybuH (pasosas)

"ntoko3a (pa3oBas)

"ntoko3a (cyToyHas)

KpeaTuHuH (pasoBast)

KpeaTuHuH (cyTouHast)

MoueBuHa (pasoBasi)

MoueBwuHa (cyTo4Has)

MoueBas kucrnoTta (pasoBasi)

MoueBas kucrnota (CyTouHasi)
03.03.BMOXMMNYECKWME UCCITIEQOBAHUA KATA
Broxmmndeckuin aHanmns kana

Yrnesogpl

MaHkpeaTnyeckas anacrasa 1
03.04.BNOXMMNYECKNE MCCINEQOBAHUA CIIOHbI
Broxmmmnyeckuit aHanus crioHbl
03.05.BMOXMMNYECKNE MCCINEQOBAHUA CMNEPMbI
Broxumunyeckoe uccnegosanve cnepmbl (JIumoHHas kucnora, ®pykTtosa, LInHK)
04.F OPMOHAIJIbHBIE NCCNEOOBAHNA
04.01.F'OPMOHAJbHbLIE NCCNEQOBAHNA KPOBW
04.01.01.LLiuToBngHas xenesa

T3 o6wmii

T3 cBOOOAHbLIV

T4 obwuin

T4 cBoboaHbIN

TTr

TupeornobynuH

TecT nornoLweHnst TMPeouaHbIX FOPMOHOB
TWPOKCMHCBA3bIBAIOLLWIA rNobynvH

04.01.02.TNonoBble ropMOoHbI

CB06OAHLIN TECTOCTEPOH

AHOpOCTEHANOH

Jir

oClr

MponakTuH

OcTpagvon

[MporectepoH

17-OH-nporectepoH

"MoBynuH, CBSI3bIBAOLLMIA MOMOBbLIE FOPMOHbI
OurnppoTtectocTtepoH

MakponponakTuH, B T.4. [ponakTuH(KkoMnekc )
AHTMMIonnepos ropmoH (AMH/MIS)

WHrnbuH B

AHOpOCTEHAWON FMIOKYPOHNA,

TectocTepoH
04.01.03.I'vinocbm3apHo-HagnoYe4YHNKoBas cuctema
AKTI

KopTtuson

OrA-s

AnbaocTepoH

PeHvHOBas akTMBHOCTb

PeHuH npsimoni

04.01.04.MeTabonmam KOCTHOWN TKaHW

Mapkép cdhopmumpoBaHusa kocTHoro matpukca P1NP
MapaTtropmoH

KanbunToHWH

OcTeokanbumH

B-cross laps

04.01.05.Mopxenyno4Has xenesa / XKenyaouHo-KULWEYHbIN TpakT

710,00
710,00
710,00

260,00
190,00
210,00
220,00
220,00
210,00
210,00
750,00
150,00
4 200,00
160,00
160,00
320,00
320,00
220,00
220,00
160,00
160,00
160,00
190,00
190,00
180,00
180,00
190,00
190,00

1 750,00
550,00
1 650,00

1 650,00

840,00

350,00
350,00
350,00
350,00
290,00
560,00
650,00
540,00

900,00
1050,00
360,00
360,00
360,00
360,00
360,00
510,00
360,00
1360,00
1120,00
1220,00
1220,00
1070,00
360,00

590,00
360,00
360,00
510,00
780,00
870,00

1430,00
630,00
890,00
900,00
930,00



2.28.
2.29.
2.30.
2.31.
2.32.
2.35.

2.62.

2.36.
2.37.
2.38.
2.39.
2.40.
2.41.
2.42.
2.60

2.43.
2.44.

2.46.
2.47.

2.48.
2.49.

12.1.
12.10.1.

12.11.
12.12.
12.2.
12.3.
12.4.
12.5.
12.6.1.
12.6.2.
12.7.1.
12.7.2.
12.8.1

5.1.
5.2.
5.3.
5.4.
5.5.
50.3.2193

6.10.
6.11.
6.12.
6.13.
6.14.
6.15.
6.16.
6.17.
6.3.
6.4.
6.5.
6.6.
6.7.
6.8.
6.9.

8.1.
8.10.
8.11.
8.12.1.
8.12.2.
8.13.
8.14.

8.15.
8.17.

WHcynuH

MpounHcynuH

C-nenTtung

JlentuH

acTpuH

["actponaHenb( ¢ Harpy3kow) (FacTpuH 17, FacTpuH 17-CTUMyNMpoBaHHbIN, [NencuHoreH |,
MencuHoreH Il, H.Pylori IgG)

["acTponaHenb (ckpuHuHr) (FacTpuH-17 6a3anbHeii, MencuHoreH-l, MencuHorek-Il,
Helicobacter pylori IgG

04.01.06.NpeHaTanbHas anarHOCTUKa

B-Xr4y

3-XI'Y ceoboaHbIN

OcTpuon cBo6oaHbIN

Benok accoumnpoBaHHbI ¢ 6epemeHHocTb0 (PAPP-A)
[MnaueHTapHbIN NakToreH

MpeHaTtanbHbI cKpUHWHE | TpMecTpa (11-13 Hepens)(komnnekc )
MpeHaTanbHbI ckpuHUHT |l TpMecTpa (14-20 Hegens )(KoMMnekce )
MpeHaTanbHbIN CKpUHWHT | TpuMecTpa (Astraia)(komnnekc )
04.01.07.KatexonamuHbl

ApnpeHanvH, HopagpeHanuH

AppeHanvH, HopagapeHanuH, odaMuH

04.01.08.BroreHHble aMmyHbI

'mcTamuH

CepoTOHMH

04.01.09.dakTopbl pocTta

CTr

NPP-1(ComaTomeauH C)

04.02.F OPMOHAIbHBLIE NCCNEOOBAHNA MOYIA

17-KC

AHanuMs Mouu Ha cofepxaHve NPOMEXYTOYHbIX MeTabonMToB KaTexonamuHoOB: MeTaHedpuH,

HopMeTaHedpyH (CyToYHas Moya)

CB0OOAHbIV KOPTU30S

OMUI (0e30KCMnMpUaMHONMH) B MoYe

17-KC xpomarorpaduyeckuit Metog, (CyToyHas moya)
KopTtuson (cytodHasi)

OrA-S (cytovHas mouya)

C-nentug (cytouHas)

AnpeHanuH+HopagpeHanuH (pasoBasi Mo4va)
AppeHanuH+HopagpeHanvH (cyTovHas Moya)
AppeHanuH+HopagpeHanuH+[odamuH (pasoBasi Mo4a)
AppeHanuH+HopagpeHanuH+[odamuH (CyTouHast Mova)
KomnnekcHoe nccrnenoBaHve Ha kaTexonaMuHbl, CEPOTOHWH U X MeTabonuThbl
(roMOBaHMIMHOBas!, BAHUNWIIMUHAANe
05.MMMYHOIEMATONOIM’MYECKUE NCCNEQOBAHNA
"pynna kpoBwu, pesyc-dakTop

AT Kk pesyc-cakTtopy (TUTp)

AT Kk pesyc-gakTopy (kayecTts)

AHTUreHbl cucrembl KELL

deHoTMNMpOBaHWe 3puTpoLmnToB Mno aHTureHam C, ¢, E, e, Cw, K, k
OnpeneneHne UMMYHHbIX aHTUTen no cucteme ABO
06.FEMOCTA3NONOI'MYECKUE NCCNEOOBAHNA
MHO (+MNTB n NTW)

AKTVMBUpPOBaHHOE BpeMsi pekanbumdvkaumm nrnasmbl (ABP)
AHTUTPOMOWH llI

Bon4yaHouYHbIN aHTUKOArynsHT

dakTtop VIII

MpoTtenH C

MpoTenH S

dakTop BunnebpaHaa

A4YTB

Tpom6uHOBOE Bpems

MpoTpombrHoBOE BpeMs, NpoTPOMOMHOBbLIM NHAEKC
PubpuHoreH

DUBpMHONUTNYECKAS! aKTUBHOCTb

D-oumep

POMK

07.0HKOONATHOCTUKA

07.01.O0HKOMAPKEPbI

Anbda-cheTonpoTenH (NeyeHb)

Cyfra 21-1 (HEMENKOKNETOUHbIV paK NErkmx)
Herpocneuunduryeckasa eHonasa

-2 MykpornobynuH (MMmdoma, MHOXeCTBEHHas M1eromMa)
B-2 MUKporno6ynuH (NMmdomMa, MHOXECTBEHHAsi MMenoma)
AHTUreH paka Mmo4eBoro nysbips (UBC) (Mo4eBoOM ny3bipb)
AHTUreH nnockokneToyHom kapumHombl (SCC) (kapumHOMa LUEKN MaTKW, HOCOTMOTKM,
NULLIEBOAA, YXa M Ap. NloKanusaumn)

OnyxoneBast M2 nupyBaTkuHasa (KOnopekTasnbHbIN pak)
pro-GRP

510,00
900,00
530,00
770,00
610,00
4 800,00

3 630,00

350,00
520,00
440,00
610,00
690,00
1080,00
1300,00
2 500,00

1190,00
1850,00

1320,00
1680,00

450,00
990,00

850,00
2 500,00

750,00
1500,00
1 440,00
570,00
370,00
480,00
1120,00
1120,00
1 990,00
1 990,00
2 500,00

420,00
650,00
460,00
770,00
1 340,00
1 300,00

220,00
260,00
330,00
760,00
1000,00
1580,00
1650,00
810,00
170,00
210,00
230,00
200,00
190,00
1050,00
200,00

360,00
960,00
1100,00
900,00
930,00
1350,00
1050,00

1 650,00
2 410,00



8.18.
8.19.
8.2.

8.20.
8.21.
8.22.
8.24.
8.25.
8.26.

8.3.
8.4.

8.5.
8.6.
8.7.

8.8.
8.9.

14.16.
14.19.

14.14.
14.15.
14.18.

14.11.
14.13.

14.2.
19.102.1.

14.17.

14.3.

14.12.
14.6.

14.10.
14.1.
14.20.
14.5.
14.7.
14.8.
14.9.
29.2.
15.1.
15.2.
29.3.
29.37.
29.38.
29.4.
29.47.
41.801
29.39.

29.41.

29.43.

S-100 (HeMpo-3HAOKPUHHBIE OMYXONn)

HE4 (anuTenuanbHbI pak SUHHUKOB)

O6wwin MCA (MpocTaTnyeckuin cneumdryeckmin aHTUreH)

Mupekc ROMA B npemeHonay3se (3nutenmanbHbii pak SuYHUKOB)

MHoekc ROMA B noctmeHonayse (anuTenuanbHblvi pak SUYHUKOB)

CA-242 (nogxenynovHas xenesa, TONCTbIN KALEYHUK, NPpsiMas K1LKa)

XpomorpaHuH A

Cyfra 21-1 B Moy

MHpgekc 3poposbs npocTathl (phi-nHaekc) (OueHka pucka Hanuuus paka npeacratenbHon
xenesbl) (PSA cBoboaHbin, PSA obwuin, -2proPSA)

CBobogaHbivi NCA (npeacTaTensHas xenesa)

MCA cBo6oaHbIN/TICA obwmii (And. AvarHocTuka ageHoMbl U KapLMHOMbI
npeacTaTenbHoW xenesbl)(KOMMekc )

P3A (Tonctas kuwka, npsimasi KuLka)

CA 15-3 (MoroyHble xenesbl)

CA 125 (an4HUKK)

CA 19-9 (nogxenyaoyHas xenesa, npsiMasi U CUrMoB/aHas KULLKa)

CA 72-4 (xenynok)

07.02.LUNTONOIMA

07.02.01.MyHKTaTbI LWMTOBUAHOW Xenesbl

VccnepgoBaHue MyHKTaToOB LUMTOBUAHOM Xenesbl

MccnegoBaHme NyHKTaToOB LWMTOBUAHOM Xernesbl METOAOM XUAKOCTHON Luutonorum BD
ShurePath

07.02.02.IMyHKTaTbl MOSIOYHOW Xere3bl 1 COCKOObI KOXM

WccnepoBaHue cockoba Koxu

VccnegoBaHne MyHKTAaToB MOSIOYHOM Xernesbl

WccnepnoBaHue nMyHKTaTOB KOXKM U MOJIOYHOW Xernesbl MeTOA0M XUOKOCTHOW uuTonorun BD
ShurePath

07.02.03.Cockobbl C LIerkn MaTkv 1 LepBMKarnbHOro kaHana

MccnepoBaHue cockoboB ¢ werikn maTtku (no ManaHukonay, Pap-tecT)

CKPUHWHI PAKA LLEVKN MATKW: LiuTonormyeckoe uccrneaoBaHue cockoboB LLeiiku
MaTKM1 1 LiepBuKanbHOro kaHana metogomM XNOKOCTHOM LUNTONOI U BD SurePath
FocalPoint

WccnepoBaHue cockoBOoB C LIeKy MaTku 1 LiepBUKanbHOro KaHana

KOMMNEKCHbBIA CKPUHWHI PAKA LUEMKU MATKU: LintTonornyeckoe uccnegoeaxune
COCKODOB LUEeVK/M MaTKU U LLepBUKarbHOroO kaHana MeToaoMm XNOKOCTHOW LUnTONnoOrnm
BD SurePat

07.02.04.AcnupaT nonocTn MaTku

Lintonornyeckoe uccneaosanue MANMENb-EMONCUN SHOOMETPUA meToaom
»XupgkocTHow umtonormm BD SHURE PATH

WccnepnoBaHve acnupaTa nonoctTy MaTtkm

07.02.05.3Hpockonuyeckui matepuan

MccnepoBaHune sHoockonuyeckoro matepuana Ha Helicobacter pylori

WccnepgoBaHve sHoockonuyeckoro matepuana

07.02.06.Lutonorusa moumn

LinTonornyeckoe nccrnegoBaHve Moun

07.02.07.UccnegoBaHne MOKPOTbI

WccnepnoBaHve MOKpOThI

07.02.08.0pyrne uccnenoBaHus

MccnegoBaHme NyHKTaToOB APYrnx OPraHoB M TKaHen MeTOA40M XXMOKOCTHOW uutonorum BD
ShurePath

VccnepgoBaHue NyHKTaToB APYrMx OpraHoB U TKaHeN

WccnenoBaHve skccynaToB, TpacCy4aToB, CEKPETOB, SKCKPETOB

WccnepgoBaHue cockoboB 1 OTNEYATKOB 3p03UIA, S13B, paH, CBULLIE

WccnepoBaHre cockoboB 1 OTNeYaTKoB OMyXxoriel 1 onyxoneBonoaobHbIX obpa3oBaHui
07.03.MMMYHOLINTOXUMUNA

YXngkocTHasi uuTororus ¢ onpegenexHnem akcrnipeccumn 6enka p16ink4a
07.04.rMCTONIOrNA

07.04.16.0Opyras nokanusauus

"'cTonornyeckoe nccnenoBaHve 6uoncuiiHoro matepuana (1 o6pased)
'McTonormyeckoe nccnegoBaHue onepauyoHHoro matepmana (1 obpaseu)
07.05.MMMYHOI' MCTOXNMUA

MMMyHOrMcToxMMmyeckoe vccriejoBaHue - KopoTkasi NaHerb (MOroYHast xxenesa, Koxa,
npegcTaTernbHasi Xenesa, LWMTOBMAHas! xxenesa)

UIMX-nccnenoBaHue pelentnBHocTy aHgomeTpus: ER, PR

UM X-uccnenoBaHne Ha XpoHn4eckuin aHgomeTput (CD-138)

MMMyHOrMCTOXMMUYECKOE MCcCrieoBaHue - pacluMpeHHasi NaHenb (TMHEeKoNornyeckui
MaTepuarn, MAarkve TKaHu)

MIMMyHOrMcTOXMMMYecKas avarHoctuka 3abornieBaHuin MOJIOYHOW JKeresbl
MMMYHOTICTOXUMWUYECKOE UCCNEQOBAHUE MONOYHOW XENE3bI (ER, PR,
Her2/neu, Ki67)

07.06.O0HKOJIOr MYECKAA SKCIMNEPTU3A

Mepecmotp MCTOJIOMTMYECKUX npenapatos Bpadamu JlabopaTtopum F'emoTtect meToaoM

KOHCUIMyMa (KpoMe KOCTHoW TkaHu, LIHC, remaTonorum), uLeHa 3a crydan
Mepecmotp MCTOJIOMMYECKUX npenapaTtoB BeayLimmy Poccuickumm SkcnepTamu,
LieHa 3a cnyyan

Mepecmotp LUMTOJIOMMYECKNX npenapaTtoB Begywmmu Poccumnckumm 3kcneptamu, LieHa

3a cnyyan

1890,00
1050,00

440,00
1 560,00
1 560,00

620,00
2290,00
1 860,00
7 600,00

440,00
880,00

600,00
600,00
600,00

600,00
900,00

620,00
1600,00

620,00
620,00
1600,00

1010,00
1200,00

600,00
1450,00

1600,00
600,00

680,00
600,00

600,00
700,00
1600,00
690,00
620,00
620,00
620,00

7 500,00
2 280,00
3 170,00
10 000,00
4 300,00
6 300,00
14 000,00
15 500,00
6 000,00
2 000,00

6 000,00

5 000,00



29.35.
29.5.
16.1.
16.1.1.
16.1.2.
16.18.
16.2.

16.14.
16.3.

16.10.
16.12.
16.16.
16.17.

16.4.
16.5.

166.0.03.

15.11.0.

166.0.03.

28.11.0.

166.0.03.

30.11.0.

155.0.03.

15.00.0.

155.0.08.

28.00.0.

155.0.03.

30.00.0.

120.0.05.

19.00.0.

120.0.05.

19.01.0.

120.0.05.

19.01.3.

123.0.05.

19.00.0.

123.0.05.

19.01.0.

123.0.05.

19.01.3.

124.0.05.

19.00.0.

124.0.05.

19.01.0.

124.0.05.

19.01.3.

130.0.05.

19.00.0.

130.0.05.

19.01.0.

07.07.A0MNONMHUNTESNIbHbIE YCINYTU

Lincdposoe ckaHMpoBaHWe npenapaToB Ha ckaHvpytoLen cucteme Aperio ScanScope
System AT (3a cnyyait)

[lononHuTenbHOE M3roTOBIIEHWE MMCTONMOTNYECKMX NpenapaToB
08.MNKPOCKOINUYECKWNE NCCINEQOBAHNA

08.01.MMKPOCKOIMUNYECKWE NCCITIEOOBAHUA YPOTEHUTANIBHOIO TPAKTA
"'MHekonornyeckmn masok Ha dpriopy

Ma3ok Ha cropy 13 Bnaranuia

Masok Ha driopy 13 LiepB1KanbHOro KaHana

Mwkpockonuyeckoe uccnefoBaHve Maska u3 LiepBUKanbHOro kaHana v U3 Bnaranuiia ¢
okpackou no "pamy (¢ oLeHKon no wkane HologxeHTta)

Ma3sok Ha dropy n3 ypeTpsbl

08.02.MMKPOCKOIMUNYECKWME NCCITIEOOBAHUA CINEPMbI M CEKPETA NMPOCTATHI
TecT Ha peTporpagHyto 3AKynALmIo

CekpeT npocTaThbl

08.03.MMKPOCKOMNYECKVE NCCNEQOBAHNA OPYTUX MTOKATIN3ALIIA
PwvHouwnTorpamma

Mwukpockonuyeckoe mccrnefoBaHne CMHOBUANbHOM XNOKOCTM

Mwukpockonmyeckoe nccrnefoBaHve HaTMBHOMO Ma3ka (okpacka no pamy) (Ma3ku u3 3eBa,
yxa, 0TAeNnsaemoro rnasa, nneepanbHas, NepuToHeanbHas XUAKOCTH, paHeBoe

Ma3ok Ha 9031HOMMIbI OTAENSEMOro CN3NCTLIX 06onoYek (Maskn U3 Hoca, 3eBa, yxa,
OTAENSEMOro rnasa)

KnuHnyecknin aHanma MokpoTbl

AHanus Ha AemMoaeKc (PeCcHuLbl, Koxa)

09.AUATHOCTUKA NHDEKLINA

09.01.MUKPOBWMONOIr'MYECKAA OUATHOCTUKA
09.01.01.TOM-MCCNEAOBAHNA

09.01.01.01.MMKPOCKOIMMYECKME NCCNEOOBAHNA

Mwukpockonuyeckoe mccriegoBaHne cockoba ¢ HOrTeBoW NacTuHbl Ha rpybbl

Mukpockonuyeckoe uccreaoBaHue Bonoc Ha rpubel
Mwukpockonuyeckoe nccrnegoBaHne cockoba ¢ KoXun Ha rpubsl

09.01.01.02.MUKOJTOr'MYECKNE NCCINELOBAHNA

Mwuikonoruyeckoe UccrefoBaHme cockoba C HOrTeBOW MacTUHBI HA AePMaTOMULETbI
(Trichophyton spp., Microsporum spp., Epidermophyton spp.)

Mwukorormyeckoe UccriegoBaHue BOroc Ha gepmartomuueTsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

Mwuikonoruyeckoe UccrnefoBaHue cockoba ¢ koxu Ha gepmatomuueTsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.)

09.01.01.03.MUKPOBUMOJTOM'MYECKNE NCCIELOBAHNA
09.01.01.03.01.MNKPOBMNOJTON'MYECKAA OUATHOCTUKA MUKPO®IOPBI XXEJTYOKA
M KULWEYHUKA

Moces kana Ha MyKkpodnopy

Moces kana Ha MUKPOGIOPY C ONpeaerieHMeM YyBCTBUTENLHOCTY BO3ByanTens K
aHTUGaKTepuarnbHLIM npenaparam

MoceB kana Ha MMKPOIIOPY C onpedenieHnemM HyBCTBUTENBLHOCTM BO3DYAWUTENS K
aHTMbakTepmanbHbIM Npenaparam u 6aktepuodaram

MoceB. kana Ha Bo3byauTenen kuweyHou rpynnbl (Shigella spp., Salmonella spp.)
MoceB kana Ha Bo3byauTenen kuweyHou rpynnbl (Shigella spp., Salmonella spp.) ¢
onpeaeneHnem YyBCTBUTENbHOCTH BO3OyaMTENS K aHTUbakTepmanbHbIM npenapaTtam

Moces kana Ha Bo3byauTenen kuweyHon rpynnel (Shigella spp., ¢ onpeaenexnem
YyBCTBUTENBHOCTY BO30OYyAMTENS K aHTUbakTepuanbHbIM npenapaTtam n 6akteprodaram

Mwkpo6uonornyeckas auarHocTvka aucbakrepuosa KuweyHuka
Mukpo6uonorudeckast AuarHocTuka ancbakreprosa KuULLEYHKa ¢ onpeaesieHmeM
YYBCTBUTENBHOCTU BO30YAMTENS K aHTUGAKTEPUanbHBIM NpenapaTtam

Mukpo6uonorudeckast AuarHocTuka ancbakrepmosa KULLEYHKa ¢ onpeaerieHmeM
YYBCTBUTENbHOCTY BO3ByauTens k aHTubakTepuarnbHbIM npenapaTtam n 6akteprodaram

Moces kana Ha knoctpugumn (Clostridium difficile)

Moces kana Ha knoctpuamm (Clostridium difficile) c onpegenerHnem 4yBcTBUTENBHOCTM
BO30yAuTENs K aHTMbakTepuanbHelM npenaparam
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500,00
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141.0.05.

19.00.0.

141.0.05.

19.01.0.

141.0.05.

19.01.3.

120.1.06.

24.01.0.

120.1.06.

24.01.3.

120.4.01.

05.01.0.

120.4.01.

05.01.3.

120.4.01.

26.01.0.

120.4.01.

26.01.3.

120.4.01.

27.01.0.

120.4.01.

27.01.3.

120.4.08.

23.01.0.

120.4.08.

23.01.3.

120.4.09.

22.01.0.

120.4.09.

22.01.3.

121.0.01.

26.01.0.

121.0.01.

27.01.0.

138.0.01.

05.00.0.

139.0.01.

05.01.0.

139.0.01.

26.01.0.

139.0.01.

27.01.0.

140.0.01.

05.01.0.

140.0.01.

26.01.0.

140.0.01.

27.01.0.

MoceBs kana Ha 30MoTUCTBIN cTadunokokk (Staphylococcus aureus)

MoceB. kana Ha 30MoTUCTLIN cTadunokokk (Staphylococcus aureus) c onpeaenexvem
YyBCTBUTENBLHOCTY BO30OY A

MoceB kana Ha 30M0TUCTbIN CTadUNOKOKK (Staphylococcus aureus) ¢ onpegeneHnem
YyBCTBUTENBLHOCTY BO30yAMTENS K aHTUbakTepuanbHeiM npenapatam v 6aktepuodara

09.01.01.03.02.MNKPOBNONOIrMYECKAA OANATHOCTUKA MUKPO®IOPLI
MOYEMNONIOBOW CUCTEMEI

MoceB MOYM Ha MUKPOGIOpY C onpeaeneHnemM YyBCTBUTENbHOCTY BO3GYANUTENS K
aHTUGakTepuarnbHbLIM Npenapatam

MoceB Mo4M Ha MUKpOMIOpy C onpeaeneHnem YyBCTBUTENbHOCTY BO30OyaMTENs K
aHTnbaKTepuanbHbIM nNpenapaTtam un 6aktepuodaram

MoceB 13 BNaranva Ha MUKPodIiopy C onpeaeneHnemM YyBCTBUTENBHOCTU BO30yAUTENS K
aHTUbakTepuanbHLIM Npenapatam

Moces 13 Bnaranuia Ha MUKPOdiopy C onpeaeneHmem YyBCTBUTENBHOCTY BO3GyaAMTENs K
aHTMGaKTepuanbHbIM Npenapatam u 6akTepuodaram

MoceB 13 ypeTpbl Ha MUKPOMIIOPY C OrnpeaerieHneM YyBCTBUTENbHOCTU BO3BYaWTENS K
aHTMGaKTepuanbHbLIM Npenapatam

MoceB 13 ypeTpbl Ha MUKPOMIIOPY C onpeAenieHneM YyBCTBUTENBLHOCTU BO3DyaWTens K
aHTUbaKTepuanbHbIM nNpenapaTtam un 6aktepuodaram

MoceB 13 LepBMKanbHOro kaHana Ha MVIKpOCb.I'IOpy C onpefeneHnemMm 4yBCTBUTENIbHOCTU
Bosﬁy,qmenﬂ K aHTI/I6aKTepVIaJ'IbeIM npenaparam

Moces 13 LEepBMKarnbHOro KaHana Ha MUKPOMIIopy C onpeaeneHnemM YyBCTBUTENbHOCTM
B036yauTens k aHTMGakTepuarnbHbIM Npenapatam u 6akTeprodaram

MoceB cnepMbl Ha MI/IKpOCbﬂOpy C onpenenexHnemM 4yBCTBUTENbHOCTU BOBGy,D,I/ITeﬂSI K
aHTMGaKTepVIaJ'IbeIM npenaparam

MoceB cnepmbl Ha MUKPOIIOPY C ONpeaeneHneM HYyBCTBUTENBLHOCTM BO3ByAnUTENs K
aHTUGakTepuansHbIM npenapaTtam v 6aktepuodaram

MoceB cekpeTa nNpocTaTthl HA MUKPOMOpY C onpeaeneHnem YyBCTBUTENbHOCTM
B030OyauTens K aHTMbakTepuanbHbIM Nnpenaparam

MoceB cekpeTa nNpocTaTthl Ha MUKPOMIOpY C onpeaeneHuem YyBCTBUTENbHOCTM
BO30yauTens K aHTMbakTepuanbHbIM NpenapatamM u 6aktepuodaram

MoceB 13 ypeTpbl Ha aHadpPOOHy0 MUKpPOdIIOpy C onpegeneHneM YyBCTBUTENBHOCTM
BO3OyAuTENs K aHTMbakTepuanbHelM Nnpenaparam

Moces 13 LiepBu1KanbHOro kKaHasna Ha aHasapoBHY MUKPOIIOPY C onpeaereHnem
YyBCTBUTENbLHOCTM BO3ByauTens K

MoceB u3 Brnaranuwia Ha TpuxomoHo3 (Trichomonas vaginalis)
Moces u3 Bnaranuwa Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum) c
onpefeneHnem 4yBCTBUTENBHOCTW BO3byauTens Kk aHTubakTepuanbHeiM npenaparam

MoceB u3 ypeTpbl Ha ypeanna3my ypeanutukyM (Ureaplasma urealiticum) ¢ onpegeneHvem
YyBCTBUTENBLHOCTY BO3DYAMTENS K aHTUOaKTepmanbHbIM npenapaTam

MoceB 13 LepBMKanbHOro kaHana Ha ypeanna3my ypeanutukym (Ureaplasma urealiticum) ¢
onpeaeneHnem YyBCTBUTENbHOCTH BO3OyaMTENs Kk aHTUbakTepuanbHbIM npena

Moces u3 Bnaranvwa Ha mukonnasmy xomuHnc (Mycoplasma hominis) ¢ onpegenexvem
YyBCTBUTENBHOCTY BO3OyaMTENS K aHTMOakTepuanbHbIM npenapatam

Moces u3 ypeTpbl Ha Mukonnasmy xomuHuc (Mycoplasma hominis) ¢ onpegeneHvem
YyBCTBUTENBHOCTY BO3OyaMTENs Kk aHTMbakTepuanbHbIM npenapaTtam

MoceB 13 LepBrKanbHOro kaHana Ha Mukonnaamy xomuHuc (Mycoplasma hominis) ¢
onpeaeneHMem YyBCTBUTENbHOCTH BO3ByaMTENs k aHTubakTepmanbHbIM npenapaTtam

09.01.01.03.03.MMKPOBMONOIMYECKAA OANATHOCTUKA MUKPOPJTOPDI
OTAEJIAEMOI O YXA U TTIASA
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120.6.01.

06.01.0.

120.6.01.

06.01.3.

120.6.01.

07.01.0.

120.6.01.

07.01.3.

120.6.01.

12.01.0.

120.6.01.

12.01.3.

120.6.01.

13.01.0.

120.6.01.

13.01.3.

121.0.01.

06.01.0.

121.0.01.

07.01.0.

120.2.01.

10.00.0.

120.2.01.

10.01.0.

120.2.01.

10.01.3.

120.2.01.

16.00.0.

120.2.01.

16.01.0.

120.2.01.

16.01.3.

120.2.07.

35.01.0.

141.0.01.

10.00.0.

141.0.01.

10.01.0.

141.0.01.

16.00.0.

141.0.01.

16.01.0.

142.0.01.

10.01.0.

142.0.01.

10.01.3.

144.0.01.

10.00.0.

144.0.01.

16.00.0.

MoceB 13 neBoro rnasa Ha MUKPodIiopy C onpeaeneHneM YyBCTBUTENBHOCTU BO3BYANUTENS K
aHTUGakTepuarnbHbIM Npenapatam

MoceB 13 neBoro rnasa Ha MUKPOMOpY C onpeAerieHneM YyBCTBUTENBHOCTU BO3OyaWTENs K
aHTUbaKTepuanbHbIM nNpenapaTtam un 6aktepuodaram

MoceB 13 NpaBoro rnasa Ha MUKPOdIiopy C onpeaenieHMeM YyBCTBUTENbHOCTW BO3GYAUTENsI
K aHTUGaKkTepuanbHbIM NpenapaTtam

Moces 13 NpaBoro rrnasa Ha MUKPOIopy C onpeaesieHeM YyBCTBUTENILHOCTM BO3ByanUTens
K aHTUGakTepuansHeIM npenapaTtam 1 6akteprodaram

MoceB 13 NeBoro yxa Ha MUKPOGIopy C onpeaerieHeM YyBCTBUTENBHOCTU BO30yauTens K
aHTMGaKTepuanbHLIM Npenapatam

MoceB 13 neBoro yxa Ha MMKPOIIOpY C onpeaeneHneM HYyBCTBUTENBLHOCTM BO3DYANUTENA K
aHTMbakTepuanbHbIM Npenapartam n 6aktepuodaram

MoceB 13 NpaBoro yxa Ha MUKPOIOpY C ONpeAeneHnem YyBCTBUTENBHOCTH BO3BYAMTENS K
aHTMbakTepuanbHbLIM Npenapatam

MoceB 13 NpaBoro yxa Ha MVUKpodhiopy ¢ onpeaeneHnem 4yBCTBUTENBHOCTM BO3OyauTens K
aHTnbaKTepuanbHbIM nNpenapaTtam v 6aktepuodaram

MoceB 13 neBoro rrnasa Ha aHaspobHyto MUKpObriopy € onpegeneHneM YyBCTBUTENBHOCTU
BO30yAuTens K aHTMbakTepuanbHelM npenaparam

MoceB 13 NpaBoro rrnasa Ha aHaspobHY MUKPOMIIOPY C ONpeaeneHneM YyBCTBUTENBHOCTM
BO36yauTens k aHTMGakTepuanbHelM Nnpenapatam

09.01.01.03.04. MMKPOBMOJNOIMYECKAA ANATHOCTUKA MUKPO®JIOPLI BEPXHUX

W HDKHUX ObIXATENBHbLIX MYTEN
MoceB 13 3eBa Ha MUKPOIIOpPY

MoceB 13 3eBa Ha MUKPOIIOPY C ONPeAENEHNEM YYBCTBUTENBHOCTM BO3BYaAUTENS K
aHTMGaKTepuanbHLIM Npenapatam

MoceB 13 3eBa Ha MUKpodhIiopy C onpedeneHneM YyBCTBUTENBHOCTM BO3GYANUTENS K
aHTUGakTepuansHbIM npenapaTtam v 6aktepuodaram

MoceB 13 Hoca Ha MuKpodropy
MoceB 13 Hoca Ha MUKPOopy € onpeaeneHnem YyBCTBUTENbHOCTY BO3OYaMTENS K
aHTMbakTepuarnbHbIM Npenaparam

MoceB 13 Hoca Ha MUKpOIopy C onpeAeneHMeM YyBCTBUTENBHOCTM BO30yauTens K
aHTMbakTepuaneHbIM Npenapatam u 6aktepuodaram

MoceB MOKPOTLI HA MUKPOIIOPY C onpeaesieHMemM YyBCTBUTESIbHOCTU BO30yanTens K
aHTMGaKTepuanbHLIM Npenapatam

MoceB 13 3eBa Ha 30MOTUCTLIN cTadmIokokk (Staphylococcus aureus)

MoceB 13 3eBa Ha 30M10TUCTbIN CTadUNoKokk (Staphylococcus aureus) ¢ onpegeneHvem
YyBCTBUTENBLHOCTY BO3DYAMTENS K aHTUOaKTepmanbHbIM npenapaTam

MoceB 13 Hoca Ha 30noTUCTLIV cTadmnokokk (Staphylococcus aureus)

MoceB 13 Hoca Ha 30M0TUCTbIN cTadUNOKOKK (Staphylococcus aureus) ¢ onpegeneHvem
YyBCTBUTENBHOCTU BO3

MoceB 13 3eBa Ha NMOrEHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaerneHem
YyYBCTBUTENBLHOCTM BO3ByauTens K aHTubakTepuansHbIM npenaparam

MoceB Ha NMOTreHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHeM
YyBCTBUTENBHOCTUN BO3GYAUTE

Moces u3 3eBa Ha Bo3byauTens audtepumn (Corynebacterium diphtheriae)

Moces u3 Hoca Ha Bo3GyauTens audtepun (Corynebacterium diphtheriae)
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145.0.01.

18.01.0.

120.5.04.

08.01.0.

120.5.04.

08.01.3.

120.5.04.

09.01.0.

120.5.04.

09.01.3.
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21.01.3.

121.0.01.
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MoceB 13 poTornoTKM Ha KokMoLw 1 napakokmnoww (Bordetella pertussis, Bordetella
parapertussis) ¢ onpeaeneHvem YyBCTBUTENbHOCTY BO3OyaMTens K aHTubakTepuma

09.01.01.03.05.MMKPOBMONOIMYECKAA ANATHOCTUKA MUKPODITOPLI TrPYAHOIO
MOJTOKA

MoceB rpyaHOro mMoroka neBow rpyam Ha MUKponopy ¢ onpeaenieHMeM YyBCTBUTENBHOCTU
B036yauTens kK aHTMGakTepuanbHbIM npenapaTtam

MoceB rpyAHOro Mosioka Nesom rpyAan Ha MUKPOMOpY C ONpeaeneHnem YyBCTBUTENBHOCTH
B036yauTens k aHTubakTepuanbHbIM NpenapatamM u 6aktepuodaram

MoceB rpyaHOro Mornoka npasov rpyav Ha MUKPOMIopy C onpeaesieHneM YyBCTBUTENbHOCTU
B030yauTens K aHTMbakTepuanbHbIM Nnpenaparam

MoceB rpyaHOro mMornoka npasov rpyav Ha MUKPOMIopy C onpeaerieHneM YyBCTBUTENbHOCTU
BO30yauTEns K aHTMbakTepyanbHbIM NpenapatamM u 6aktepuodaram

09.01.01.03.06.MNKPOBNONOIMYECKAA ONATHOCTUKA MUKPO®JIOPbI PAHEBOIO
OTAENAEMOro

MoceB oTAensemMoro paHbl Ha MUKPOMIIOPY € ornpeaeneHneM YyBCTBUTENbHOCTY
BO3byauTens k aHTubakTepuanbHbIM Npenapartam

MoceB oTAEnsemMoro paHbl Ha MUKPOMIIOPY C ornpeAeneHneM YyBCTBUTENbHOCTY
BO30yauTens Kk aHTMbakTepyanbHbIM NnpenapatamM u 6akrepuodaram

[MoceB oTAensemoro paHbl Ha aHasapobHyto MUKpodbriopy ¢ onpeaeneHnemM
YyBCTBUTENBHOCTY BO3OYyAMTENS K aHTMOaKTepuanbHLIM npenapaTtam

09.01.01.03.07.MUKPOBNONOIr’MYECKAA ONATHOCTUKA KPOBU U NMYHKTATOB
Moces KpoBM Ha aspoGHYIO 1 aHaspoGHy0 MUKPOdIopY

09.01.02.0CHOBHbLIE MCCJIEOOBAHUA

09.01.02.01.MNKPOCKOIMUYECKUE NCCNEOOBAHUA

Mwukpockonmyeckoe nccrnefoBaHve HaTMBHOIO MaTepuana

Mukpockonuyeckoe uccregoBaHve Ha rpmbbl

Mwukpockonuyeckoe uccrnefoBaHne HaTVBHOMO Maska C okpackon no Mpamy
Mwukpockonmyeckoe nccrnefoBaHue Maska ¢ okpackow no 'pamy (C OLEeHKOW Mo Lwkane
HblogkeHTa)

09.01.02.02.MUKONOI'MYECKUE NCCNEOOBAHUA

KomnnekcHoe mukonornyeckoe uccnefgosaHve Ha rpubel (Candida spp, Aspergillus spp.,
Cryptococcus neoformans)

Mukonoruyeckoe nccnegosaHune Ha acneprunnsl (Aspergillus spp.)

Mwukonoruyeckoe nccnegoBaHune Ha KpunTokokk (Cryptococcus neoformans)
Mwuikonoruyeckoe uccrnegoBanue Ha gepmatomuueTsl (Trichophyton spp., Microsporum spp.,
Epidermophyton sp

09.01.02.03.MUKPOBNOJTIOT'MYECKWE UCCJIEOOBAHUA

lMoces kana Ha Mykpodriopy

MoceB Mo4n Ha MyKpodbriopy

[MoceB 0TAENAEMOro BEPXHUX AblXaTerbHbIX NyTeN Ha MUKpodopy (Hoc, 3eB)
MoceB 0TAENAEMOro HWKHUX AblXaTemNbHbIX MyTel Ha MUKpodriopy (Tpaxes, GpPoHXw)
MoceB oTAENAEMOro yporeHuTanbHoro Tpakta Ha MyKpodriopy

MoceB rpyaHoro mMorioka Ha MUKpodropy

[MoceB oTaensiemoro rnas, ywewn Ha Mukpodiopy

MoceB oTAensemoro paHbl Ha Mukpodnopy

[MoceB NyHKTATOB Ha MUKpOodIIopy

MoceB. xenyn Ha mukpodpropy

Moces Ha aHaapobHyt0 MuUKpodiopy

MoceB Ha aapobHyto M aHa3apoBHYO MUKpodhropy

Moces Ha Bo3byauTenen kuweyHow rpynnbl (Shigella spp., Salmonella spp.)
Mukpo6uornorudeckas AuarHocTuka aucbaktepurosa KueyHrKa
MoceB. Ha awepwuxmo3s (Escherichia spp.)

MoceB Ha kuweyryto nanoudky (Escherichia coli O157:H7)
Moces Ha canbmoHenne3 (Salmonella spp.)

Moces Ha wwrennes (Shigella spp.)
Moces Ha kamnunobakTtepuos (Campylobacter spp.)

Moces Ha knoctpugum (Clostridium difficile)
MoceB Ha nucTepnos (L.monocytogenes)

MoceB Ha nepcuHmo3 (Yersinia spp.)

900,00

900,00

1100,00

900,00

1100,00

900,00

1100,00

900,00

1000,00

400,00
400,00
400,00
400,00

600,00
600,00

600,00
900,00

700,00
500,00
700,00
800,00
700,00
700,00
700,00
700,00
800,00
800,00
800,00
1000,00

700,00
500,00
800,00

800,00
800,00

800,00
800,00

800,00
800,00

800,00



133.0.
134.0.
135.0.

136.0.
137.0.

138.0.
139.0.
140.0.
141.0.
142.0.
143.0.
144.0.
145.0.
146.0.

147.0.
150.0.

151.0.
170.0.
171.0.
172.0.

173.0.

01.

02.

03.
04.
05.
06.
07.
08.

09.

156.0.

157.0.

158.0.

159.0.
160.0.

161.0.
162.0.
163.0.

175.0.
176.0.

170.0.01.

39.01.3.

170.0.01.

39.02.3.

171.0.01.

05.01.0.

171.0.01.

05.02.0.

19.1.
19.10.
19.3.
19.44.
19.45.

[unarHocTrka nNuLEeBbIX TOKCUKOMHAEKLIMIN
Mwuikpoburonornyeckas AMarHOCTMKa KULLEYHbIX MHAEKLNN
MoceB. Ha rpubbl p.Candida

MoceB Ha roHopeto (Neisseria gonorrhoeae)
Moces Ha rapaHepennés (Gardnerella vaginalis)

Moces Ha TpuxomoHo3 (Trichomonas vaginalis)

MoceB Ha ypeanna3smy ypeanutukym (Ureaplasma urealiticum)
MoceB Ha Mmukonnasmy xomuHuc (Mycoplasma hominis)
MoceB Ha 30noTUCTbIN cTadmIokokk (Staphylococcus aureus)
MoceB Ha NMOreHHbIN CTPENTOKOKK (Streptococcus pyogenes)

MoceB Ha remodunbHyto nHdekumo (Haemophilus influenzae)

MoceB Ha Bo30yauTens andtepum (Corynebacterium diphtheriae)

Moces Ha koknoLw 1 napakokntoww (Bordetella pertussis, Bordetella parapertussis)
Moces Ha MeHuHTUT (Neisseria meningitidis)

MoceB Ha nernoHennés (Legionella)
MoceB Ha Bo30yautens 6otynmuama (Clostridium botulinum)

Mukpoburonormyeckas AMarHOCTMKa Xonepbl

KomnnekcHoe nccrnegoBaHve MUKpodsiopbl yporeHUTanbHoro Tpakta
MwukpobroLeHos Bnaranua

MoceB Ha ypeanna3smy ypeanutkyM 1 MUKOMasmy XOMUHAUC

Moces Ha BeTa-remonMTUYECKNI CTPENTOKOKK rpynnbl B (Streptococcus agalactiae)

09.01.02.04.ACMOJIHUATEJIbHBIE MCCNEAOBAHNA
OnpepgeneHune 4yBCTBUTENLHOCTY BO3OYaMTeNs K aHTMbakTepuanbHbIM npenapatam (4am)

Onpenenexue YyBCTBUTENBHOCTU BO3OYANTENS K pacLUMPEHHOMY CMEKTPY
aHTMbaKTepuarnbHbIX NpenapaToB

OnpepeneHve YyBCTBMTENBHOCTM Bo3byauTensi kK 6akTepuodaram

daroTunusaums ctadunokokka

Onpegenexue YyBCTBUTENBHOCTU K aHTMBakTepmanbHbIM npenapatam ESBL-wtammoB
OnpepeneHne YyBCTBUTENBHOCTM K aHTUGakTepuanbHbiM npenapatam MRSA-wTammoB
OnpenenexHue YyBCTBUTENBHOCTU K aHTUMUKOTUYECKMM Mpenapatam

Onpegenexue YyBCTBUTENBHOCTU K @HTUMUKOTMKAM C UCNOMb30BaHUEM TECT-CUCTEM
"Fungitest”

OnpepeneHne YyBCTBMTENBHOCTM K aHTUGakTepuanbHbIM NpenapaTam BCEro cnekTpa
BblAEeNeHHOM MUKPOdIIopbI

09.01.02.05.AHTUT'EHHBLIE TECTbI, OKCIMPECC-AHAJIN3bI

PoTtaBupyc (Rotavirus, AnapevHblii CUHAPOM), aHTUIEHHbIA TECT

ApeHosvpyc (Adenovirus, AnapenHbIi CUHOPOM), aHTUrE€HHBIN TeCT

Kpuntocnopuaumn napsym (Cryptosporidium parvum, AvapenHblii CUHAPOM), aHTUrE€HHbIN TECT

Jlam6num (Giardia liamblia, gnapeiHbii CUHOPOM), aHTUrE€HHbI TECT
TokewH A (Clostridium difficile, nceBaomemM6paHHbIi KONUT), aHTUrE€HHbIN TECT

CrtpenTtokokka rp.B (Streptococcus agalactiae), aHTUreHHbIn Tect
CrpenTokokka rp.A (Streptococcus pyogenes), aHTUreHHbIN TecT

MudbnoeHua A+B (Influenza A+B, rpunn), aHTUreHHbIN TECT

OBGHapyXeHve poTaBMpPyCOB M afeHOBUPYCOB, aHTUIEHHbIN TECT

Wccneposanue Ha Escherichia coli O157:H7 (auapenHbin CMHOPOM), aHTUrEeHHbIN TeCT
09.01.02.06.KOMIMJIEKCHbIE NCCIEOOBAHNA

KomnnekcHoe nccrnegoBaHve MUKpodriopbl yporeHUTanbHoro Tpakta ¢ onpeeneHmem
YyBCTBUTENbHOCTWN BO30YAMTENS K aHTUDaKTepuanbHbIM npenapaTtam n baktepuodaram
KomnnekcHoe nccrefoBaHe MUKPOhriopbl yporeHUTanbHoro TpakTa ¢ onpeaenieHem
YyBCTBUTENBHOCTY BO30YAMTENS K pacLUMPEHHOMY CNEKTPY aHTMbakTepuanbHbIX npenap

Mwkpo6roLLeHo3 BnaranuLa ¢ orpegesieHneM YyBCTBUTENbHOCTY BO3DYyauUTENs K
aHTUbakTepuanbHbIM NpenapaTam

MukpoburoLieHo3 Bnaranuvia ¢ onpeaeneHMeM YyBCTBUTENBHOCTM BO3ByauUTens K
pacLUMPEHHOMY CMEKTPY aHTUGaKTepuarnbHbIX MpenapaToB
09.02.MuUP-ANAFHOCTUKA

09.02.01.BupycHble renatutbl

Bupyc renatuta B - (kay.)

Bupyc renatuta G - (kay.)

Bupyc renatuta C - (kay.)

Bupyc renatuta B - (konn4.) (MeTog Real-Time)

Bupyc renatuta C - (kormd.) (MeTtoa Real-Time)

800,00
800,00
800,00

800,00
800,00

1000,00
800,00
800,00
700,00
800,00
800,00
800,00
800,00
800,00

800,00
800,00

800,00
1500,00
1100,00
1500,00

800,00

300,00
400,00

200,00
500,00
300,00
300,00
300,00
900,00

300,00
850,00
900,00

900,00

900,00
900,00

900,00
900,00
1000,00
1200,00
1200,00
1 650,00

1 750,00

1100,00

1200,00

380,00
600,00
570,00
2 610,00
2 690,00



19.5.
19.6.
19.8.
19.95.
19.97.

19.49.

19.96.

19.106.

19.107.

19.55.

19.56.1.
19.56.2.
19.91.1.
19.91.2.

19.35.1.
19.35.2.
19.35.3.
19.38.
19.51.1.
19.51.2.
19.52.1.
19.52.2.
19.71.1.
19.71.2.
19.71.3.
50.8.2090

19.53.

19.54.

19.54.2.

19.31.1.
19.31.2.
19.31.3.
19.34.1.
19.34.2.
19.34.3.
19.37.1.
19.37.2.
19.39.1.
19.39.2.
19.39.3.
19.43.

19.69.1.
19.69.2.
19.69.3.
19.72.1.
19.72.2.
19.74.1.
19.74.2.
19.74.3.
19.85.

19.86.

19.108.1
19.108.2
19.108.3
19.109.1
19.109.2
19.109.3
19.110.1
19.110.2
19.110.3
19.111.1
19.111.2
19.111.3
19.23.1.

19.23.2.

Bupyc renatuta C - reHoTUnNMpoBaHvie

Bupyc renatuta A - (kau.)

Bupyc renatuta D - (ka4.)

Bupyc renatuta D (konn4.)

Bupyc renatuta C (reHotun. 1a, 1 b, 2, 3a, 4, 53, 6) (kon.)
09.02.02.BUNY-nHdbeKLmm

BWY-1 (kay.) (MeToa Real-Time) (kau.)

09.02.03.PanHss anarHoctuka renaTtuta B, C, BUY-1, BUY-2

PaHHas guarHoctuka nHdekumn: PHK HCV, OHK HBV, PHK BA4Y-1, PHK BUNY-2
(ynbTpayyBCTBUTENbHBIN MeToA) (Kau.).

09.02.04.KnewueBble MHGEKLMN

KomnnekcHoe vccreoBaHve Ha KnelleBble MHgekumun: 6oppennos, KneLeBom sHuedanur,
3pnMxMo3, aHannasmo3s (6romaTepuman Kneww)

KomnnekcHoe nccnepoBaHve Ha MHpekummn, nepefaBaemble knellamm (brnomaTepumarn KpoBb)
(Ka4eCTBEHHbI aHanm3)

Bupyc kneweBoro sHuedanmta (Metoa Real-Time) (kay.)

Boppenusa 6yproopdepu (Borrelia burgdorferi) (kpoBb) (kau.)

Boppenusa 6yproopdepu (Borrelia burgdorferi) (moya) (kay.)

Boppenusa 6yproopdepu (Borrelia burgdorferi) (kpoBb)(konuy.)

Boppenusa 6yproopdepu (Borrelia burgdorferi) (moya) (kormy.)
09.02.05.PecnvpaTopHble UHeKLmum

Bupyc OnwrenHa-bapp (SATA) (kay.)

Bupyc 3nwrenHa-bapp (Ma3ok) (kau.)

Bupyc SnwtenHa-bapp (Moya) (kau)

Bopaetenna neptyccuc (kay.)

Mukonnasma NHEBMOHUKM, Xnamuausi NHeBMOHUK (D TA)

Mwukonnasma nHEBMOHUM, Xnamuamusi THEBMOHWM (Ma30K)

Heviccepusa meHuHrutuamne, M'emodunyc nHdnoeHua, CTpenTokokkyc nHeBMoHun (O TA)
Heliccepusi MeHuHrutuame, Femodomnyc nHdnoeHua, CTpenToKOKKYC MHEBMOHMUM (Ma30kK)
Bupyc SnwtenHa-bapp (3OTA) (kormy.)

Bupyc OnwterHa-bapp (Masok) (konmy.)

Bupyc 3nwterHa-bapp (Moya) (konny.)

Onpepenenve PHK Bupyca rpunna A (H1N1-swine) B knuHn4eckom matepuarne MeToaoM
Mnup

09.02.06.0cTpble KLLeYHblEe MHPEKLMN

Lvrenna (Shigella spp.) n sHTepouHBasmeHble E. coli (EIEC), CanbmoHenna (Salmonella
spp.), Kamnuno6akrepum (Campylobacter spp.) (kay.)

PoTaBupycel rpynnel A (Rotavirus A), Hoposupycel 2 reHoTtuna (Norovirus 2 reHoTvn) un
AcTtpoBupychl (Astrovirus) (kay.)

OHTepoBupyc (kan) (ka4)

09.02.07.[dpyrre 6aktepuanbHble 1 BUPYCHbIE MHEKLIN

Lintomeranosupyc (SATA) (kay.)

Lintomeranosupyc (masok) (kau.)

LinTomeranosupyc (Moua) (kay.)

Bupyc Bapuuenna-3octep (3ATA) (kay.)

Bupyc Bapuuenna-3octep (Masok) (kay.)

Bupyc Bapuuenna-3octep (mouva) (kau.)

XenukobakTep nunopm (kan) (Metog Real-Time) (kau.)

XenvkobakTep nunopu (ma3ok) (Metog Real-Time) (kau.)

Tokconnasma MNoHan (SATA) (kay.)

Tokconna3sma MoHan (masok) (kau.)

Tokconnasma MoHan (moua) (kay.)

Jluctepumst MoHouuToreHec (kau.)

Lintomeranosvpyc (SATA) (konmy.)

Lintomeranosupyc (mMasok) (komnwd.)

LinTomeranosupyc (Moua) (konmy.)

Xenvkobaktep nunopu (masok) (Metog Real-Time) (konnd.)

XenukobakTtep nunopm (kan) (Metoa Real-Time) (korny.)

Tokconnasma MNoHan (SOTA) (konmy.)

Tokconnasma MoHan (masok) (konnd.)

Tokconnasma NoHan (moya) (kormy.)

KpacHyxa (kau.)

KpacHyxa (konuy.)

09.02.08.Bupyc npoctoro repneca

Bupyc npocTtoro repneca 1 (ka4.) — 9OTA

Bupyc npocToro repneca 1 (kay.) — Mma3ok

Bupyc npoctoro repneca 1 (ka4.) — moya

Bupyc npocTtoro repneca 1 (konud.) - 3ATA

Bupyc npocToro repneca 1 (konud.) - Ma3ok

Bupyc npoctoro repneca 1 (konn4.) - Mmoya

Bupyc npocTtoro repneca 2 (ka4.) — 9OTA

Bupyc npocToro repneca 2 (kay.) — Ma3ok

Bupyc npoctoro repneca 2 (ka4.) — moya

Bupyc npocTtoro repneca 2 (konud.) - 3ATA

Bupyc npocToro repneca 2 (konud.) - Ma3ok

Bupyc npoctoro repneca 2 (konu4.) - Mmoya

Bupyc npocTtoro repneca 1,2 (QATA) (kay.)

Bupyc npoctoro repneca 1,2 (Ma3ok) (kau.)

820,00
590,00
610,00
670,00
1 660,00

2 440,00

2 560,00

2 050,00
1230,00

550,00
390,00
390,00
420,00
420,00

270,00
270,00
270,00
270,00
560,00
560,00
670,00
670,00
330,00
330,00
300,00
1 950,00

780,00
780,00
460,00

250,00
250,00
250,00
290,00
290,00
290,00
330,00
330,00
290,00
290,00
290,00
370,00
300,00
300,00
300,00
410,00
410,00
300,00
300,00
300,00
600,00
650,00

250,00
250,00
250,00
300,00
300,00
300,00
250,00
250,00
250,00
300,00
300,00
300,00
250,00
250,00



19.23.3.
19.24.1.
19.24.2.
19.24.3.
19.67.1.
19.67.2.
19.67.3.
19.68.1.
19.68.2.
19.68.3.

19.77.
19.777.

19.14.1.
19.14.2.
19.15.1.
19.15.2.
19.16.1.
19.16.2.
19.17.1.
19.17.2.
19.18.1.
19.18.2.
19.19.1.
19.19.2.
19.20.1.
19.20.2.
19.21.1.
19.21.2.
19.22.1.
19.22.2.

19.25.
19.26.
19.27.
19.28.
19.29.
19.30.
19.46.
19.47.

19.50.1.
19.50.2.

19.57.

19.58.1.
19.58.2.
19.59.1.
19.59.2.
19.60.1.
19.60.2.
19.61.1.
19.61.2.
19.62.1.
19.62.2.
19.63.1.
19.63.2.
19.64.1.
19.64.2.
19.65.1.
19.65.2.
19.66.1.
19.66.2.

19.75.

19.76.
19.78.
19.79.
19.80.
19.81.
19.82.
19.83.
19.84.
19.88.
19.89.
19.90.
19.92.
19.93.

Bupyc npocToro repneca 1,2 (Moya) (kau.)

Bupyc repneca VI tuna (34TA) (kau.)

Bupyc repneca VI Tuna (ma3ok) (kay.)

Bupyc repneca VI Tuna (Mouya) (kau.)

Bupyc npocToro repneca 1,2 (QATA) (kornuy.)

Bupyc npoctoro repneca 1,2 (Ma3ok) (Konuy.)

Bupyc npocToro repneca 1,2 (mo4a) (konuy.)

Bupyc repneca VI tuna(34TA) (konm4.)

Bupyc repneca VI Tuna (Ma3ok) (komuy.)

Bupyc repneca VI Tuna (moya) (konud.)
09.02.09.KomnnekcHoe nccriegoBaHveHa rpubsl poga KaHaovaa
KomnnekcHoe nccnegoBaHusi Ha rpubsl poda Kavauaa (kad.)
KomnnekcHoe nccneposaHve Ha rpubbl poga Kanauaa ¢ ngeHtudvkaumen Bo3byautens
(kay.)

09.02.10.YporeHuTanbHble MHpeKLmmn

Xnamvgusa Tpaxomatuc (Masok) (kad.)

Xnamugusi TpaxoMaTuc (Mo4a) (kau.)

Ypeannasma ypeanutrkyM (Ma3sok) (kau.)

Ypeannasma ypeanutukym (Mo4a) (kau.)

Broeapbl U.Urealyticum (ma3ok) (kau.)

Broeapbl U.Urealyticum (mouya) (kau.)

Muvkonnasma reHutannym (Masok) (kau.)

Mvkonnasma reHutanmym (mouya) (kau.)

Mwukonnasama xoMuHUC (Ma3ok) (kau.)

Mukonnasma XoMuHMC (MoYa) (kau.)

"apaHepenna BarnHanuc (Masok) (kay.)

"apaHepenna BarnHanuc (Mo4a) (kau.)

TpuxomoHac BarnHanmc (Masok) (kau.)

TprxomoHac BarnHanmc (Mo4ya) (kau.)

Heticcepus roHopeun (Masok) (kau.)

Heliccepusi roHopen (mo4a) (kau.)

KaHavpa anb6ukaHc (Masok) (kau.)

Kangupa anbbukaHc (moya) (kav.)

BIMY Tun 16 (kau.)

BIMY Tun 18 (kau.)

BIMY Tunwl 16, 31, 35, 39, 59 - 6e3 onpea. reHoTuna (kay.)
BIMY Tunwl 18, 33, 45, 52, 58, 67 - 6e3 onpead. reHoTuna (kay.)
BIMY Tunbl 6, 11 (kay.)

BIMY Tunbl 51,26 (kay.)

BMNY Tunel 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 - reHoTWN. (kay.)
BIMY Tunwl 16,18,31,33,35,39,45,51,52,56,58,59 konmy. (Metop Real-Time) (konnd.)
TpenoHema nannuaym (masok) (Metog Real-Time) (kay.)
TpenoHema nannuaym (moya) (Metog Real-Time) (kay.)
BIMY Tunwl 16,18,31,33,35,39,45,51,52,56,58,59 - reHoTun. (Metoa Real-Time) (kon.)
Xnamugusi TpaxoMaTuc (Masok) (Kommy.)

Xnamuauns Tpaxomatuc (mo4a) (Konmy.)

Ypeannaama ypeanutukym (Masok) (Konmd.)

Ypeannasma ypeanutukym (Moya) (Konmd.)

Brosapbl U.Urealyticum (ma3ok) (korn.)

Buosapbl U.Urealyticum (Mo4a) (konnd.)

Mvkonnasma reHutanmym (Masok) (Kommd.)

Mwukonnasma resutanuym (Moya) (Konw.)

Mukonnasma XoMuHUC (Ma3ok) (Kommy.)

Mwukonnaama XoMuHUC (Moya) (Kormy.)

"apgHepenna BarvHammc (Ma3ok) (komuy.)

["apaHepenna BarnHanmc (Mmoya) (konud.)

TprxomMoHac BarnHanmc (Masok) (konmd.)

TpuxomMoHac BarnHanmc (Mmo4a) (Konmy.)

Heliccepusi roHopen (Ma3ok) (Konuy.)

Heliccepus roHopen (Mo4a) (konmy.)

Kanaupa anbbukaHc (Masok) (konud.)

KaHavnga anb6ukaHc (Moya) (konmd.)

BMY Digene-tecT (16/18/31/33/35/39/45/51/52/56/58/59/68 Tunbl) - 6€3 onpea. reHotuna

(kon.)

BINY Digene-tecT (6/11/42/43/44 Tynbl) - 6€3 onpea. reHoTuna (Kor.)
BIMY Tun 16 (konun4.)

Jlakto6akTepum (Lactobacillus spp.) (kay.)
NakTob6akTepum (Lactobacillus spp.) (kormny.)
Mo6unyHkyc (Mobiluncus curtissi) (kau.)

Mo6unyHkyc (Mobiluncus curtissi) (konny.)
Baktepouabl (Bacteroides spp.) (ka4.)

Baktepownapl (Bacteroides spp.) (konmy.)

BIMY Tun 18 (kormy.)

BMNY Tunel 6, 11 (konmny.)

BIMY Tunbl 51,26 (konu4.)

BIMY Tunwbl 16, 18 (kay)

BMNY Tunel 16, 18 (konny)

09.02.11.0ueHka GuoLieHo3a yporeHnTanbHoro Tpakta

250,00
250,00
250,00
250,00
300,00
300,00
300,00
300,00
300,00
300,00

500,00
690,00

250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
250,00
490,00
490,00
300,00
300,00
890,00
850,00
250,00
250,00
1 550,00
300,00
300,00
300,00
300,00
450,00
450,00
300,00
300,00
300,00
300,00
300,00
300,00
300,00
300,00
300,00
300,00
300,00
300,00
5990,00

5 990,00
290,00
250,00
290,00
250,00
290,00
250,00
290,00
290,00
350,00
410,00
250,00
350,00



27.38.

27.39.

28.118.
50.2.2087

28.92.

20.21.
20.22.
20.79.
20.80.

20.118.
20.39.

20.29.
20.30.
20.31.
20.32.
20.33.

20.34.
20.35.
20.36.

20.37.
20.38.

20.81.
20.82.

20.23.
20.24.
20.25.
20.26.
20.27.
20.28.

20.41.
20.42.
20.43.
20.61.
20.62.
20.63.

20.126.
20.46.
20.47.
20.65.
20.66.

20.44.
20.45.

20.76.
20.77.
20.78.

20.58.
20.59.
20.60.

20.15.
20.16.
20.17.

20.102.
20.103.
20.104.
20.105.
20.125.

20.50.
20.51.
20.52.

Pemodpriop-8 (MiccnepoBaHne MUKPOGOpbl YPOreHUTanbHOro TpakTa Y >KEeHLUWH 8 1000,00
rnokasartenen)

Ddemodpriop-16 (MccnegoBaHne MUKpOGNopbl yporeHUTanbHOro TpakTa Yy XeHLwuH 16 2 050,00
rokasaTtenew)

AHOPO®JIOP 2 000,00
BuroLeHo3 yporeHnTanbHoro TpakTa y XeHLUMH Ha 12 rpynn MUKpOOpraHM3mMoB 1200,00
09.02.12.[lnarHocTrka 3aborneBaHuin yporeHTanbHOro TpakTta

®NTOPOLIEHO3 KOMIMEKCHBIV (¢ anarHocTtukon M) 1 800,00
09.03.CEPOJOINA

09.03.01.CKpUHUHT

enatut B, HBs Ag (kau) 220,00
enatut C, anti-HCV cymm. (kay) 370,00
AT n Al k BUY 1/2 (CKPUHWHT, KaY.) 280,00
Cudpmnuc cym. AT (IgG u IgM) (kau) 390,00
09.03.02.r'enatnt A

enatut A, anti-HAV cym. AT(kon) 560,00
enatut A, anti-HAV IgM (n/kon) 680,00
09.03.03.l'enatnt B

enatut B, anti-HBV cor IgM (n/kon) 490,00
enatut B, anti-HBV cor cymm. (kay) 480,00
enatut B, Hbe Ag (kau) 510,00
enatut B, anti-Hbe (n/kon) 500,00
enatut B, anti-HBs (kor) 450,00
09.03.04.renatnt C

enatut C, anti-HCV IgM (n/korn) 410,00
enatut C, anti-HCV IgG aBugHocTb (n/kon) 950,00
enatut C cnekTp aHTuTen (kay) 1090,00
09.03.05.renatut D

enatut D, anti-HDV IgM (kau) 590,00
enatut D, anti-HDV cymm. (ka4) 590,00
09.03.06.renatnt E

enaTut E, anti-HEV-IgM (kau) 750,00
enatut E, anti-HEV-IgG (kau 750,00
09.03.07.Cudcbunmc

Cudounmc TPHA (n/kon) 320,00
Cwudpmnmec RPR (n/kor) 260,00
Cudbunmc IgM (kay) 490,00
Cudounmc 1gG (n/kon) 430,00
Cudpmnmc ummyHo6510T IgM (kau) 1590,00
Cubunmc nmmyHoomoT IgG (kau) 1590,00
09.03.08.Xnamuaunos

Xnamugusi TpaxomaTtuc IgG (n/kon) 460,00
Xnamunaus Tpaxomatuc IgM (n/kon) 470,00
Xnamugus tpaxomatuc IgA (n/kon) 460,00
Xnamugusi nHeBmoHum IgG (n/kon) 450,00
Xnamuauns nHeBmoHun IgM (n/kor) 450,00
Xnamuausi nHeBmoHum IgA (n/kor) 480,00
09.03.09.Mukonnaamo3s

Mvkonna3ma nHeBmoHumM IgA 400,00
Mwukonna3ama xomuHuc IgG (n/kon) 400,00
Mwvkonna3ma xoMuHuc IgA (n/kor) 400,00
Mwukonnasma nHeBmoHuM IgG (n/kor) 400,00
Mwkonna3ma nHeBmoHumn IgM (n/kon) 400,00
09.03.10.Ypeanna3mo3s

Ypeannasma ypeanutukym IgG (n/kon) 530,00
Ypeannasma ypearmtukym IgA (n/kon) 530,00
09.03.11.Tokconnasmo3s

Tokconnasma IgG (kor) 370,00
Tokconnasma IgG aBugHOCTb (n/kon) 850,00
Tokconnasma IgM (kon) 510,00
09.03.12.LinTomeranoBupycHas MHEeKLms

LinTomeranosupyc IgG (n/kon) 370,00
Lintomeranosupyc IgG aBuaHocTb (n/kos) 800,00
LinTomeranosupyc IgM (n/kon) 510,00
09.03.13.KpacHyxa

KpacHyxa IgG (kon) 370,00
KpacHyxa IgG aBugHocTb (n/kon) 690,00
KpacHyxa IgM (n/konuny) 510,00
09.03.14.PecnvpaTopHble BUPYCHbIE MHAbEKL UM

PecnupaTtopHbIi cuHUMTManbHbI BUpyc IgG (n/kor) 750,00
PecnupaTtopHbivi cuHunTHanbHbii Bupyc IgM (n/kor) 750,00
AneHosupyc I1gG (n/kor) 650,00
ApeHoswpyc IgA (n/kon) 680,00
ApeHosupyc IgM (n/kon.) 650,00
09.03.15.I'epnec

Bupyc npoctoro repneca 1 1gG (kon) 500,00
Bupyc npoctoro repneca 1 IgM (n/kon) 500,00

Bupyc npocTtoro repneca 2 IgG (kor) 500,00



20.53.
20.54.
20.55.
20.83.

20.69.1
20.70.1
20.71.1
20.85.

20.56.
20.57.

20.72.
20.73.

20.18.
20.88.
50.2.1362
50.83.129

20.74.
20.75.

20.10.
20.11.

20.123.
20.124.

20.8.
20.9.
20.93.
20.94.
20.95.

20.127.
20.128.

20.115.

20.1.
20.2.
20.3.
20.4.
20.5.
20.6.

20.13.

20.89.
20.90.
20.91.

20.129.

20.117.
20.14.
20.86.
20.87.

20.106.
20.116.
20.12.
20.48.
20.49.
20.67.
20.7.
50.45.921
50.5.2105

16.15.

148.0.

19.32.2.
19.32.3.

Bupyc npoctoro repneca 2 IgG aBugHOCTb (N/Kon)
Bupyc npoctoro repneca 2 IgM (n/kon)

Bupyc npoctoro repneca VI tuna IgG (n/kon)
Bupyc npoctoro repneca VIl Tuna IgG (n/kon)
09.03.16.B3B-nHdekuus

Bupyc SnwrenHa-bapp 1gG k sgepHomy Al (n/kon)
Bupyc 3nwtenHa-bapp IgM k kancugHomy Al™ (ko)
Bupyc OnwterHa-bapp IgG k kancugHomy Al (kon)
Bupyc 3nwTtenHa-bapp 1gG k paHHemy Al (kon)
09.03.17.BeTpsiHas ocna

Bupyc Bapuuenna-3octep IgG (kon)

Bupyc Bapuuenna-3ocTtep IgM (n/kon)
09.03.18.Kopb

Kopb IgG (n/kor)

Kopb IgM (n/kon)

09.03.19.Kokntow

Bopaetenna neptyccuc IgG (kon)

Bbopaetenna neptyccuc IgA (kon)

BopaeTtenna neptyccuc 1 napanepTtyccuc (n/Kon)
Bopaetenna neptyccuc IgM (kor)
09.03.20.MapoTut

MapoTtut IgG (n/kon)

Mapotut IgM (n/kon)

09.03.21.KnewweBorn boppenvos

Boppennos IgG (kon)

Boppennos IgM (kon)

09.03.22.Kneweson sHuedanut

Bupyc knewesoro saHuedanuta IgG (n/kon.)
Bupyc kneweBoro sHuedanuta IgM (n/kon.)
09.03.23.MepcuHros

WMepcuHno3s IgG (n/kon)

MepcuHnos IgA (n/kon)

Wepcuhnsa aHTepokonuTrka, cepotun O3 (n/kon)
MepcuHust aHTepokonutuka, cepotun O9 (n/kor)
MepcuHus nceBgoTybepkynesa (n/kon)
09.03.24.Bpyuennes

Bpyuennes IgG (ka4.)

Bpyuennes IgM (kay.)

09.03.25.J1enumaHnos

Jenwmanmnos, 1gG (n/kon)
09.03.26.enbMUHTO3bI

OunddepeHumanbHas anarHocTuka renbMuHTo30B IgG (n/kon)
Tokcokapo3s IgG (n/kon)

OnuncTopxo3 IgG (n/kon)

Tpuxunennes IgG (n/kon)

OxmHOKOKKO3 IgG (n/kon)

Ackapugos IgG (n/kon)

09.03.27.CanbMoHenne3

CanbmoHennes (rp.A, B, C, 1, E, cymm., n/kon)
09.03.28.LUvrennes

Lvrenna ®nekcHepa 1-5 (n/kon)

Lvrenna dnekcHepa 6 (n/kon)

LLvrenna 3oHHe (n/kon)

09.03.29.Acneprunnes

Acneprunnes IgG (kay.)
09.03.30.XenukobakTepHasi MHdekums

Onpepenexue aHTureHa HELICOBACTER PYLORI B kane (M®A)

XenukobakTtep nunopm IgG (kor)

Xenwukobaktep nunopwu IgA (kon)

Xenwukobaktep nunopwu IgM (kor)
09.03.32.ipyrve nHdekumm

Amebuas IgG (n/kon)

ChbinHow Tnd (n/kon)

BptoLuHon Tnd (n/kon)

Tpuxomonuas IgG (ka4)

KaHovpa anb6ukaxc IgG (kau)

BptowHon Tnd (kay)

Nam6nnos (cymm. AT, n/kon)

AT k KopuHobakTepum amdtepum (CKPUHUHT)*
CTtonbHAYHbIN aHaTokeuH IgG (kon)
09.04.0VMATHOCTUKA TYBEPKYTNE3HOW MHOEKLINIA
09.04.01.Mukpockonuyeckune uccreaoBaHms
AHanua MoKkpoTbl Ha MukobakTepumn Tybepkynesa
09.04.02.Mukpoburonornieckmne nccrneaoBaHms
MoceB Ha Ty6epkyne3 (Mycobacterium tuberculosis)
09.04.03.MNMuP-guarHocTrka

MukobakTepum Ty6epkynesa (Masok)
MvkobakTepum TyGepkynesa (Mo4a)

670,00
500,00
500,00
650,00

490,00
490,00
720,00
590,00

620,00
620,00

560,00
570,00

690,00
690,00
620,00
190,00

590,00
590,00

530,00
530,00

570,00
570,00

490,00
490,00
460,00
460,00
460,00

460,00
460,00

790,00

890,00
510,00
550,00
440,00
550,00
960,00

550,00
480,00
480,00
480,00

580,00

1 790,00

440,00
650,00
650,00

790,00
470,00
480,00
540,00
560,00
450,00
600,00
960,00
840,00

350,00

600,00

290,00
290,00



19.32.4.

20.64.

17.50.

17.51.

17.61.
27.960.

17.42.

17.43.

17.44.

17.47.

17.53.
17.54.

17.56.
50.2.2002

17.1.
17.2.
17.37.
17.38.
17.39.
17.4.
17.40.
17.41.
17.5.
17.57.
17.58.
17.6.
17.60
17.9.

17.13.
17.14.
17.15.
17.16.
17.17.

17.22.
17.23.
17.24.
17.25.

17.27.
17.28.
17.29.
17.30.
17.31.
17.32.
17.33.
17.34.
17.35.
17.36.

26.1.
26.2.
26.3.
26.40.

MukobakTepum Ty6epkynesa (MokpoTa)

09.04.04.Cepororus

MwkobGakTepum Ty6epkynesa (cymm. AT, kay)

10.MMMYHONOI’ MYECKUE NCCNEOOBAHNA

10.00.01.OCHOBHbIE CKPUHHUHIOBbIE MaHenu

KneTtouHbIi uMmyHuTeT (T-numdountsl, T-xennepbl, T-LUTOTOKCUYECKME KIETKM,
MMMmyHoperynaTopHbii nHaeke, B-numdouuntsl, NK-T-knetku, NK-kneTku, IlenkountapHas

"'ymoparnbHbIn UMMYHUTET (MMMYHOrobynuHbl IgA, IgM, 1gG, IgE, unpkynupyowne
MMMYHOKOMMNIIEKChI, KOMMOHEHTbI komnnemeHnTa C3, C4)

VIMMYHHBIN CTaTyC pacLUMpPEHHbIN

MMMYHHBIV cTaTyc (CKpUHUHT) (ParouutapHas akTMBHOCTb NIENKOLIMTOB, KNETOYHbIN
UMMYHUTET, UMMYHOTNOBYNMH (KOMMnekc )

10.00.02.[JononHnTenbHbIE KOMMMIEKChI

OueHka cocTosiHUSA T-KNeTOYHOro 3BeHa UMMYyHUTETA:

(T-numcpoumntbl (CD3+CD19-), T-xennepbl (CD3+CD4+CD45+),

T-umtoTokc. (CD3+CD8+CD45+),

T-reg. (CD4+CD

Wccneposanuve cybnonynsuum B-numdoumtos

(CD19+CD5+, CD19+CD5-, CD19+CD5-CD27+)

KneTouHble peLenTtopbl MMMEOUOHON TKaHW

aB-T nyd-T:

(CD3+0aB-TcR+yd-TcR, CD3+yd-TcR+aB-TcR-)

MMMyHOperynaTopHbI MHAEKC As OLEeHKN UMMYHHOrO cTaTyca 1 3EeKTUBHOCTM Tepanum
(MIMMYHOPErynSATOPHbIN 1

LINTOKMHBI (chakTop HEKPO3a ONyxonu, MHTepenkmH-10, MHTEpPnenkuH-6)
AkTVBUpOBaHHble numdoumnTsl (T-nuMdounTbl, T-xennepsbl, T-UUTOTOKCUYECKME KITETKM,
MMMYHOPETYNATOPHbIN nHAaekc, T-aktuBmpoBaHHble, NK- 1 B-akTBUPOBaHHLIE KIETKU
PaHHsAs akTnBaumsa T-kneTtok u T-perynsatopHble MMmaoumnTbl

WccnenosaHue napameTpoB MMMYHHOIO cTaTyca: onpeaeneHe abCcosntoTHbIX KONMYecTB
CD4+CD8+CD3 numdoumntoB y nauueHtos ¢ BUY (CMNWO Ha npoTO4YHOM LIMTOAOOPUMETP

10.00.03.MHamBMAaYyansHbIe UMMYHOMOMMYECKNE TECTbI
MmmyHornmo6ynuHel IgA, IgM, 1gG

MmmyHorno6bynuH IgE obwmn

WHTepneikuH 1 6eta

WHTepneikvH 6

WHTepnenkuH 8

Copepxanve LUK IgG, IgM

WHTepnevikvH 10

OHO/TNFa (PakTop Hekpo3a onyxornn)

KomnoHeHTbl komnnemeHTa C3, C4
JlenkoumTapHo-T-nMmdounTapHbIN MHOEKC

JINU Kanbd-Kannda

daroumnTapHasi akKTUBHOCTb NEVKOLIUTOB

T-xennepbl (CD3+CD4+)

Onpenenexue nHtepdepoHoB ("anbga”, "raMma", CbiIBOPOTOYHbIA, CMIOHTaHHbIN)
10.00.04.YyBcTBMTENBHOCTDL K NpenapaTtam nHTepdepoHa: (Ha3HayaTb TOMbKO BMECTE C
nccnegoanneM "Onpeae

"ammadhepoH (MHrapoH)

MHTpOH

PeadepoH (BudepoH)

PeanbaupoH

PodepoH

10.00.05.4yBCTBUTENBHOCTL K UHAYKTOPaM UHTEPEpOHa (HadHayaTb TOSbKO BMECTE C
nccnegoBaHueM "Onpegen

AMUKCUH

Heoswup

LinknodpepoH

Karouen

10.00.06.4YyBCTBMTENBHOCTE K MIMMYHOMOAYNATOPaM (Ha3Ha4yaTb TOMbKO BMECTE C
nccnegosaHveM "OnpegeneHve

"anasut

enoH

MiMmyHan

MimmyHobaH

MMmyHOMaKc

TNukonug

MonuokcnaoHun

TakTvBuH

TumoreH

MIMyHOpUKC

11.AYTOMMMYHHAA OUATHOCTUKA

11.00.01.LLIuToBngHas xenesa

AT-TT (kon)

AT-TNO (kon)

AT k peuentopam TTI (kon)

AT-MATI (aHTUTENa K MMKpOCOMarnbHol dopakumm TMpounToB) (Kos)

290,00

490,00

2 080,00

1 560,00

8 300,00
3 200,00

3 680,00

1510,00

2170,00

2 500,00

4 000,00
1 810,00

1 670,00
1 500,00

760,00
400,00
1300,00
1300,00
1300,00
700,00
1300,00
1500,00
780,00
100,00
100,00
300,00
1200,00
2 400,00

450,00
450,00
450,00
450,00
450,00

450,00
450,00
450,00
450,00

450,00
450,00
450,00
450,00
450,00
450,00
450,00
450,00
450,00
450,00

440,00
400,00
1500,00
440,00



26.28.
26.29.
26.30.

26.161.

26.162.

26.4.
26.5.
26.6.
26.8.

20.167.
26.163.
50.4.1385

26.165.
26.26.
26.27.
50.25.218
50.26.218

26.10.
26.11.
26.12.

26.18.
26.19.
26.20.
26.21.

26.22.
26.23.
26.25.
26.44.
26.9.
50.13.218
1

26.13.

26.14.
26.15.
26.16.
26.17.
26.7.

26.170.
26.24.

26.164.
26.171.
26.31.
26.36.
26.37.
26.38.
26.39.
26.41.

26.33.

26.160.
26.34.
26.35.

26.166.

26.167.
26.168.
26.169.

11.14.
26.51.
26.52.
26.53.

11.00.02.MopxenynoyHas xenesa

AT K vHCYynuHy (kon)

AT k GeTa-kneTkam nompkesyno4Hom xenesbl (ko)
AT - GAD (kon)

11.00.03.Cepaue

AHTUTENA K MUOKapay C onpeferieHuem Tuna cBeYeHust
11.00.04.Tpom6ouutoneHus

AHTUTENA K TPOMOBOLMTaM, meTog HPUD
11.00.05.AHTHdochonmnuaHbIi CUHAPOM

AT k choconmnugam IgM (kon)

AT k docdonmnvaam IgG (kon)

AT Kk kapguonununy (ckpuH. 19G, IgM, IgA)

AT k npoTpom6uHy (ckpuH. IgG, IgM, IgA)
11.00.06.AyTOMMMYHHBIN renaTuT

AT k rnagkon myckynatype (ASMA) (n/kon)
AHTUTENA K MUKpOcOMamM neyveHun-nodkun (LKM-1) metogom HPU®D Ha TpoliHoMm cybeTpaTte
AHTUTENA K LUUTOMNNA3MaTUYECKOMY aHTUIEHY NneyeHu
11.00.07.Lennakus

AT k aHgommamto IgA 1 IgG (EMA) (kay)

AT k rmnaamHy IgA (kon)

AT k rmunaguHy IgG (kon)

AT K TKaHeBOW TpaHcriyTaMmuHase, IgA (kon)

AT K TKaHeBOW TpaHcriyTamumHase, IgG (n/kon)
11.00.08.CncteMHas kpacHas BondaHka

AT k ogHocnmpansHon AHK (kon. IgG)

AT k geycnupanbHor OHK (kon. IgG)

AT K aKcTparmpoBaHHbIM saepHbIM Al (kor)
11.00.09.CucTeMHas cknepogepmMusi

AT k aHTureHy Scl-70 (kon. IgG)

AT k umtonnasmatmyeckomy Al” Jo-1 (kon. IgG)

AT k Hykneocomam (kos. IgG)

AHTULEHTpoMepHble AT (kon. IgG)
11.00.10.AyTommmyHHbIe 3abonesanus XKKT

AT k MuTOXoHApUsIM (kon. IgG)

AT K BHyTpeHHeMy chakTopy (kon)

AT Kk napueTtanbHbIM kneTkam (kon. IgG)
KanbnpoTekTuH B kane

AHTUHYKneapHble AT (kon. IgG)

AHTWHYyKNeapHbIV hakTop Ha KneTovHon nuHum HEp-2 ¢ onpegeneHvem 6 TUNOB cBEYEHWst

11.00.11.JlekapcTBEHHaA BONYaHKa

AT k ructoHam (kon. IgG)

11.00.12.Mapkepbl ayTOMMMYHHbIX 3aboneBaHuii, accoLmpoBaHHbix ¢ CKB

AT k uutonnasmatmnyeckomy AlC SS-A (RO) (kon. IgG)

AT k uutonnasmatmyeckomy AlC SS-B (La) (kon. IgG)

AT k akcTparmpyemomy sgepHomy AlC Sm (kon. IgG)

AT «k akcTparmpyembim ssaepHeiM AT RNP\Sm (kon. IgG)

AT k 6eTa-2-rnvkonpoTemnHy (ckpuH. IgG, IgM, IgA)

11.00.13.AyTOMMMYHHbIE 3ab0MeBaHNs NoYveKk

AHTUTERa K peuenTtopy docdonmnasbl A2 (MeMBPaHO3HbIN FNOMepPYonodpuT)
AT k 6asanbHon MembpaHe rnomepyrspHoro annapata (kon. IgG)
11.00.14.MonoBas ccepa

anti-hGC AHtutena k X' (ka4)(komnsekc )

AnTtuTena k XY IgG, IgM (n/kor)

AHTMCnepmarnbHble AT (kor)

AT K TKaHu sindHKKa, Ig A (kau)

AT K TKaHu siu4HuKKa, IgM (kay)

AT K TKaHu andHuka, IgG (kay)

AHTUCnepmanbHble AT (B cnepme, Kon)

AHTMCNEpMarnbHble aHTUTENa B LepBUKarbHOM CIM3Kn, CyMM. (Kad)
11.00.15.CucteMHble BaCKynuTbl

AT k yutonnaame Hentpodunos (AHLLA) (n/kon. IgG)

11.00.16.PeBmaTounaHbIn apTpuT

AHTVKEpATUHOBbIE aHTUTENA

AHTU-MCV (AHTUTENa K LUMTPYIIIMHUPOBAHHOMY BUMEHTUMHY) (kon. 1gG)
AnTtuTena CCP (AHTUTena K UMKIMYECKOMY LIMTPYIIIMH coaepxkailemMy nentuay) (kon)
11.00.18.Capkoungos

AKTMBHOCTb aHIMOTEH3MH-NPeBpaLlatoLLero depmeHTa (amarHocTuka capkomaosa)
11.00.19.HeBposnornyeckue ayToumMyHHble 3aboreBaHns

Onpepnenexue akBanopuHa - 4 (NMO) knacca IgG

AHTUTENA K aueTunxonuHoBomy peventopy (AxP)

AHTUTENA K CKeneTHbIM Mbiwuam (ACM)

11.00.20.KomnnekcHasi AuarHocTuka ayToMMMYHHbBIX Y CUCTEMHbIX 3aboneBaHni
CKPUHWHIT M-T'PAOVEHTA (6enka Benc-OxxoHca) B MOYE

OnekTpodopes 6ernkoB MOYM C OnpeaernieHneM Tuna NpoTenHypumn

AHTUTENA K OCHOBHbIM aHTUreHam CKB (aHTuTena k AcOHK n Hykneocomam)
KombuHmpoBaHHoe obcneaoBaHmne npu BocnanuternbHbIX 3aboneBannsx kuweyHuka (AHLIA
IgG/IgA, ASCA (IgG/IgA), aT K npoTokaM pancreas, aT kK 60kanoBMaHbIM KneTka

750,00
1200,00
1350,00

950,00
2790,00

700,00
690,00
920,00
900,00

1270,00
1280,00
1430,00

1090,00
720,00
850,00

1100,00

1100,00

640,00
580,00
890,00

670,00
670,00
990,00
660,00

1190,00
1150,00
1150,00
2 240,00
480,00
990,00

670,00

670,00
670,00
670,00
670,00
670,00

2 400,00
1300,00

960,00
1220,00
880,00
490,00
490,00
490,00
990,00
490,00

1 630,00

1 850,00
1190,00
1 400,00

2 080,00

2 420,00
5 000,00
1100,00

1 650,00
1 590,00
2 150,00
4 180,00



26.54.
26.55.

26.56.
26.57.
26.58.
26.59.
26.60.
26.61.
26.62.

26.63.
26.64.
26.65.

26.66.
26.67.
26.68.

26.69.
26.70.
26.71.
26.72.

26.73.
26.74.
26.75.

26.76.
26.77.
26.78.
26.79.
26.80.

40.1.

40.10.

40.15.

40.16.

40.2.

40.3.

40.33.
40.34.
40.35.
40.36.
40.39.
40.40.
40.5.

40.57.
40.58.
40.63.
40.63.1.
40.64.
40.64.1.
40.65.
40.7.
41.515.

41.515.1.

40.197.
40.199.
40.211.
40.212.
40.213.
40.214.
40.215.
40.270.
40.271.

[uarHocTrka rpaHynemaTto3Hbix BackynntoB (AH® n AHLIA)

KomnnekcHbIN TeCT AMarHOCTUKN paccesiHHOrO CKreposa (OnMroknoHanbHbin IgG n
CcBOOOAHbIE Nerkme Lenym MMMyHorniobynHoB B NIMKBOPE)

MonHoe cepornormyeckoe obenenoBanve npu Lenvakum (ASA, TTI, APA, ATA)
CkpuHuHr uermakum (AAI IgG n TTI2 IgA)

[narHocTnka nysbipHbIX 4epMaTO30B (ayToaHTMTENA K aHTUreHam KOXu)

CBobogaHble nerkve kanna/naméaa Leny MUMMYHOTNoGYIIMHOB B CbIBOPOTKE KPOBM
[narHocTuka ayToMmmyHHoOro nopaxeHus novek (AHLIA, BMK, AH®)

PasBepHyTas ceponorus ayTomMMyHHbIX 3a60neBaHuii neveHn

PasBepHyTas guarHocTvka aHtugoconunuaHoro cuHgpoma (AH®, aHTutena k
kapavonunuHy IgG/IgM, 6eTa2 rnukonpoTtenH IgGAM)

BbisiBneHne aHTTen K peTukynuHy knaccos IgG u IgA

CKPWHWHI ayTOMMMYHHOTO nopaxeHnus nedexHn (AH®, AMA, ATMA, LKM, ATKXK)
CBobogaHble nerkne nambaa/kanna Lenv MUMMYHOrno6ynmHoB B LiepebpocnmHanbHom
XKUOKOCTU

AHTMHENTPOUIbHbIE aHTMTENA

O6cnenoBaHve nNpuy BoslMaHOYHOM HedpuTe

InddepeHunansHasa auarHoctrka 6onesHn KpoHa u ssseHHoro konuta (AHUA IgG n ASCA
IgA) new

YTOuYHeHWe anarHosa uenuakum (ASA n TTT)

CKPUHWHI GonesHewn coeguHuTenbHo TkaHn (AH® n ENA-ckpuH)

[wuarHoctuka GbicTponporpeccupytoLLero rinomepynoHedgputa (AHUA v aHtutena k BMK)
PasBepHyTOE 0bcneaoBaHme Npy NONMHEBPUTAX (CKPUHWHI napanpotenHa, AH®, AHLIA,
ENA, aHTn-GM1, GD1b, GQ1b)

CBoboHble nerkve kanna 1 nAamMbaa Lenv MUMMYHOrnobyrnmHoB B Moye

[narHocTuka BTopuyHOro aHtudocdonmnuaHoro cuiapoma (AKI n AHO)
PasBepHyTOe ceporormyeckoe obcreoBaHue npy NONMMUO3uTe ¢ kommeHTapuem (AHO,
ENA, aHTn-Mi-2, Ku, Pm-Scl, Jo-1, PL-7, PL-12)

AHTUOChONMNNaHbIE aHTUTENA

AHTMTENA K KapAronunuHy knaccos IgG un IgM

O6cnenoanve npy CKB (AH®, acAHK n AKIT)

[uarHocTrka BocnanuTenbHbix Mrokapavonatuii (Mio u AMA)

Tunuposanne M-rpagvenTa (6enka BeHc-[IxxoHca) B move

12.0MATHOCTUKA ATINIEPT U

12.01.TEXHOJIOI'MA IMMUNOCAP

12.01.01.1 3TAT lNepBrYHbIE TECTbI HAa ANNEPruo (CKPUHMHT)

Cmecb Mmukpockonudeckmx rpubos (Penicil. notatum, Cladosporium herbarum, Asper.
fumigatus, Candida a

CMecb annepreHoB NULLKM (AnYHbIN GENoK, MOSIOKO KOPOBbE, TPECKA, NLIEHNYHAs MyKa,
apaxuc, cos) IgG (FX5, ImmunoCAP)

Cmecb MOpenpoayKToB: Tpecka, KpeBeTka, CUHAS Muaus, TyHew, nocock IgE (FX2,
ImmunoCAP)

Cmecb MOpenpoayKToB: Tpecka, KpeBeTka, CUHASt Muaus, TyHel, rnocock IgG (FX2,
ImmunoCAP)

Cwmecb annepreHoB UM (nYHbI 6enok, MOMOKO, Tpecka, MniieHvua, apaxvc, cost) Ige
(FX5, ImmunoCAP)

Cwmecb 6bITOBbIX annepreHoB (gomaluHas nbinb (Hollister-Stier), D. pteronyssinus, D. farinae,
Blatella g

Cwmecb dhpykToBasa Ne1: anenbcuH, a6noko, 6aHaH, nepcuk IgE (FX15, ImmunoCAP)
Cwmecb dpykToBas Ne1: anenbcuH, s6noko, 6aHaH, nepcvik IgG (FX15, ImmunoCAP)
Cwmecb dppykToBas Ne2: s6noko, 6aHaH, rpywa, nepcuk IgE (FX17, ImmunoCAP)
Cwmecb hpykToBas Ne2: s6noko, 6aHaH, rpywa, nepcuk IgG (FX17, ImmunoCAP)
Cwmech 3rakoBbIX: MweHnua, poxb, suMeHb, puc IgE (FX20, ImmunoCAP)

CmMecb 3MakoBbIX: MLUEeHULA, PoXb, sumMeHb, puc IgG (FX20, ImmunoCAP)

Cmecsb rpubkosbix annepreHos (Penicillium notatum, Cladosporium herbarum, Aspergillus
fumigatus, Alt

CmMech MSICHbIX MPOAYKTOB: CBUHMHA, roBsiaguHa, kypuua IgE (FX73, ImmunoCAP)
CMecCb MSACHBIX NPOAYKTOB: CBMHWMHA, roBsauHa, kypuua IgG (FX73, ImmunoCAP)
®dapgunarton IgE (ImmunoCAP)

dagmaton (ImmunoCAP)

Pagmnaton getckuii IgE (ImmunoCAP)

®dapgunaton getckut (ImmunoCAP)

TpunTasa IgE (ImmunoCAP)

Cwmecb nepbeB MTWL: Nycsi, Kypuubl, YTku, nHaerku IgE (EX71, ImmunoCAP)
AJNEPIOYUI ISAC (112 anneprokoMnoHEHTOB 13 51 UCTOYHUKA annepreHoB)
(ImmunoCAP)

AJINEPIOYUN ISAC (112 anneprokoMnoHeHTOB 13 51 MCTOYHMKA annepreHoB)
(ImmunoCAP)

12.01.02.2 3TAI BhisiBNeHe nHanBuayanbLHOro anneprexa

Actma 1 puHnT y geteint IgE (ImmunoCAP)

Llenvakus IgE (ImmunoCAP)

ANEPTUNA HA ANLIO IgE (ImmunoCAP)

BeceHHue gepesbs - anst ACUT IgE (ImmunoCAP)

3nakoBble TpaBbl - Ang ACUT IgE (ImmunoCAP)

MonbiHb - Ana ACUT IgE (ImmunoCAP)

Am6po3aus - ana ACUT IgE (ImmunoCAP)

AJINEPTNA HA KOLKY IgE (ImmunoCAP)

ANNEPTNA HA COBAKY IgE (ImmunoCAP)

2 590,00
4 580,00

5 560,00
2 180,00
3 340,00
1200,00
3 250,00
5 510,00
3 690,00

1110,00
3 070,00
1050,00

3 550,00
1 840,00
2 250,00

2 800,00
1 990,00
2 520,00
4 710,00

1020,00
3 040,00
4 710,00

4 300,00
1 660,00
3 340,00
2100,00
3 620,00

1120,00
1120,00
1120,00
1120,00
1120,00
1120,00

1120,00
1120,00
1120,00
1120,00
1120,00
1120,00
1120,00

1120,00
1120,00
1 830,00
1 830,00
2 230,00
2 230,00
2 820,00
1120,00
31 000,00

31 000,00

3 000,00
2 060,00
3 190,00
3 000,00
3 000,00
4 470,00
3 000,00
2 950,00
4 420,00



40.323.
40.324.
40.325.
40.332.
40.334.
40.337.
40.340.
40.343.
40.350.
40.352.
40.354.
40.356.

40.66.
40.67.
41.1.

41.101.
41.102.
41.103.
41.104.
41.105.
41.106.
41.109.

41.11.

41.110.
41.113.
41.114.
41.115.
41.116.
41.121.
41.122.
41.127.
41.128.

41.13.

41.139.
41.140.
41.141.
41.142.
41.143.
41.144.
41.145.
41.146.

41.15.

41.151.
41.152.
41.153.
41.154.
41.155.
41.156.
41.165.
41.166.
41.167.
41.168.

41.17.

41.173.
41.174.
41.181.
41.182.
41.183.
41.184.
41.187.
41.188.
41.189.

41.19.

41.190.
41.191.
41.192.
41.193.
41.194.
41.199.
41.200.
41.201.
41.202.
41.203.
41.204.
41.207.
41.208.
41.213.
41.214.

KasewH IgE (F78, ImmunoCAP)

Botrytis cinerea IgE (M7, InmunoCAP)
KasewH IgG (F78, ImmunoCAP)
"pnbkoBble annepretbl IgE (IMmunoCAP)

"pubkoBble anneprexbl (pacwmperHas) IgE (ImmunoCAP)

BbiToBble anneprenbl IgE (ImmunoCAP)
Sk3ema IgE (ImmunoCAP)
Actma 1 puHuT 'y B3pocnbix IgE (ImmunoCAP)

BbaszoBsbii komnnekc ansi B3pocnbix IgE (ImmunoCAP)

BasoBbili komnneke ans geten IgE (ImmunoCAP)
Muwesas anneprus (6asosas) IgE (ImmunoCAP)

[na neten nepeq BakumHauuen IgE (ImmunoCAP) (komnnekc)
CTtadmnokokkoBbIn a3HTepoTokcuH A IgE (M80, ImmunoCAP)
CTadmnoKoKkoBbI 3HTepoTokcrH B IgE (M81, ImmunoCAP)

Helmintosporium halodes IgE (M8, ImnmunoCAP)
Myka pxxaHasi IgE (F5, ImmunoCAP)
Myka pxxaHas IgG (F5, ImmunoCAP)
Bobbi coesble IgE (F14, ImmunoCAP)
Bo6bl coesble IgG (F14, ImmunoCAP)
ImioTeH IgE (F79, ImmunoCAP)

ntoteH IgG (F79, ImmunoCAP)
Kykypy3a IgE (F8, ImmunoCAP)
Candida albicans IgE (M5, InmunoCAP)
Kykypysa IgG (F8, ImmunoCAP)

opox IgE (F12, ImmunoCAP)

"opox IgG (F12, ImmunoCAP)

Kakao IgE (F93, ImmunoCAP)

Kakao IgG (F93, ImmunoCAP)

daconb IgE (F15, ImmunoCAP)
Paconb IgG (F15, ImmunoCAP)

CapguHa ganbHeBocTouHast IgE (F615, ImmunoCAP)
CappguHa panbHeBocTo4vHas IgG (F615, ImmunoCAP)

Rhizopus nigricans IgE (M11, ImmunoCAP)
KpeeTku IgE (F24, ImmunoCAP)
KpeeTku IgG (F24, ImmunoCAP)

Popenb IgE (F204, ImmunoCAP)

dopenb 1gG (F204, ImmunoCAP)

Cenbgb IgE (F205, ImmunoCAP)

Cenbgb IgG (F205, ImmunoCAP)
Ckymb6pus IgE (F206, ImmunoCAP)
Ckymb6pus IgG (F206, ImmunoCAP)
Pityrosporum orbiculare IgE (M70, ImmunoCAP)
Kanbmap IgE (F258, ImmunoCAP)
Kanbmap IgG (F258, ImmunoCAP)
Kambana IgE (F254, ImmunoCAP)
Kambana IgG (F254, ImmunoCAP)

Tpecka IgE (F3, ImmunoCAP)

Tpecka IgG (F3, ImmunoCAP)

TyHew IgE (F40, ImmunoCAP)

TyHeu IgG (F40, ImmunoCAP)

JNococe IgE (F41, ImmunoCAP)

Jocock IgG (F41, ImmunoCAP)
Aspergillus niger IgE (M207, InmunoCAP)
Abpukoc IgE (F237, ImmunoCAP)
Abpukoc IgG (F237, ImmunoCAP)

Apbys IgE (F329, InmunoCAP)

Apby3 IgG (F329, ImmunoCAP)

AnenbcuH IgE (F33, ImmunoCAP)
AnenbcuH IgG (F33, ImmunoCAP)

BuwHs IgE (F242, ImmunoCAP)

Buwhs IgG (F242, ImmunoCAP)
BuHorpag IgE (F259, ImmunoCAP)
Aspergillus flavus IgE (M228, ImmunoCAP)
Burorpag IgG (F259, ImmunoCAP)

pywa IgE (F94, ImmunoCAP)

Mpywa IgG (F94, ImmunoCAP)

[bina IgE (F87, ImmunoCAP)

ObiHa 1gG (F87, ImmunoCAP)

"penndpyT IgE (F209, ImmunoCAP)
penndppyT IgG (F209, ImmunoCAP)

Kuewu IgE (F84, ImmunoCAP)

Kuewn IgG (F84, ImmunoCAP)

Crnwuea IgE (F255, ImnmunoCAP)

Cnumea IgG (F255, ImmunoCAP)

KpacHas cmopoguHa IgE (F322, ImmunoCAP)
KpacHas cmopoauHa IgG (F322, ImmunoCAP)
JlumoH IgE (F208, ImmunoCAP)

JlumoH IgG (F208, ImmunoCAP)

500,00
500,00
450,00
2 700,00
3 700,00
2100,00
3 500,00
3 100,00
4 000,00
5 600,00
2 500,00
3 500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00



41.215.
41.216.
41.219.
41.220.
41.223.
41.224.

41.23.

41.233.
41.234.
41.237.
41.238.
41.239.
41.240.
41.241.
41.242.
41.243.
41.244.

41.25.

41.251.
41.252.
41.253.
41.254.
41.255.
41.256.
41.257.
41.258.
41.259.
41.260.
41.261.
41.262.
41.263.
41.264.
41.269.

41.27.

41.270.
41.277.
41.278.
41.279.
41.280.
41.281.
41.282.
41.283.
41.284.
41.285.
41.286.
41.291.
41.292.
41.295.
41.296.

41.3.

41.319.
41.320.

41.37.

41.371.
41.372.
41.375.
41.376.
41.383.
41.385.
41.387.
41.389.
41.391.
41.393.
41.395.
41.399.
41.405.
41.409.

41.41.

41.411.
41.423.
41.424.
41.431.
41.433.
41.435.
41.439.
41.443.
41.445.
41.447.

MangapwH IgE (F302, ImmunoCAP)
MangapwH IgG (F302, ImmunoCAP)
ManuHa IgE (F343, ImmunoCAP)
ManwuHa IgG (F343, InmunoCAP)
Mepcuk IgE (F95, ImmunoCAP)
Mepcuk IgG (F95, ImmunoCAP)

Knew nomatuHen neinv Dermatophagoides pteronyssinus IgE (D1, ImmunoCAP)

Kanycta IgE (F216, InmunoCAP)

Kanycta IgG (F216, ImmunoCAP)

Mepey IgE (F218, ImmunoCAP)

Mepeu IgG (F218, ImmunoCAP)

CaxapHas ceekna IgE (F227, ImmunoCAP)
CaxapHas cekna IgG (F227, ImmunoCAP)
Orypeu IgE (F244, ImmunoCAP)

Orypey IgG (F244, ImmunoCAP)

Bpokkonu IgE (F260, ImmunoCAP)

Bpokkonu IgG (F260, ImmunoCAP)

Knew, gomawHen nbinm Dermatophagoides farinae IgE (D2, ImmunoCAP)
LiBeTHas kanycTa IgE (F291, ImnmunoCAP)
LiBeTHas kanycra IgG (F291, ImmunoCAP)
Ceekna IgE (F319, InmunoCAP)

Cgekna IgG (F319, ImmunoCAP)

YecHok IgE (F47, ImmunoCAP)

YecHok IgG (F47, ImmunoCAP)

Toika IgE (F225, ImmunoCAP)

Teika IgG (F225, ImmunoCAP)

Mopkosb IgE (F31, ImmunoCAP)

Mopkosb IgG (F31, ImmunoCAP)

KapTtodens IgE (F35, ImmunoCAP)

Kaptodens IgG (F35, ImmunoCAP)

Tyk IgE (F48, ImmunoCAP)

Jlyk IgG (F48, ImmunoCAP)

MwuHgans IgE (F20, ImmunoCAP)

Knew nomatuHen nbinv Dermatophagoides microceras IgE (D3, ImmunoCAP)
MuHgans IgG (F20, ImmunoCAP)

Opex Kewbto IgE (F202, ImmunoCAP)

Opex Kewbto I9G (F202, ImmunoCAP)

"peukmnin opex IgE (F256, ImmunoCAP)

peukwnin opex IgG (F256, ImmunoCAP)
Oducrawkm IgE (F203, ImmunoCAP)

ductawkm IgG (F203, ImmunoCAP)

Apaxuc IgE (F13, ImmunoCAP)

Apaxuc IgG (F13, ImmunoCAP)

dyHayk IgE (F17, ImmunoCAP)

PyHayk IgG (F17, ImmunoCAP)

Még IgE (F247, ImmunoCAP)

Még IgG (F247, ImmunoCAP)

Opoxoku IgE (F45, ImmunoCAP)

Opoxokn IgG (F45, ImmunoCAP)

Penicillium notatum IgE (M1, ImmunoCAP)
Yunuinckun nepeu IgE (F279, ImmunoCAP)
Yunurickuii nepey, IgG (F279, ImmunoCAP)

Knew nomatuHen neinm Euroglyphus maynei IgE (D74, ImmunoCAP)
Msico nHgevikm IgE (F284, ImmunoCAP)

Msico nHgevikm IgG (F284, ImmunoCAP)

Msico kporuka IgE (F213, ImmunoCAP)

Msco kporuka IgG (F213, ImmunoCAP)

Exa cbopHas IgE (G3, ImmunoCAP)

OBcsiHuua nyroeasi IgE (G4, ImmunoCAP)
TumodpbeeBka nyroeas IgE (G6, ImmunoCAP)
MsaTtnwvk nyrosoi IgE (G8, ImmunoCAP)
HomawHsis nbinb (Greer Labs.Inc.) IgE (H1, ImmunoCAP)
HomawHss nbinb (Hollister-Stier Labs.) IgE (H2, ImmunoCAP)
An nuenbl gomawHen IgE (11, ImmunoCAP)

An ocbl 06bikHoBeHHOM IgE (13, ImmunoCAP)
TapakaH pbbxui IgE (16, ImmunoCAP)

Komap IgE (171, ImmunoCAP)

MepxoTb (anutenuii) kowku IgE (E1, ImmunoCAP)
MoTbinb IgE (173, ImmunoCAP)

Cems nogconHeyHuka IgE (K84, ImmunoCAP)
Cewms nogconHeyHuka IgG (K84, ImmunoCAP)
Kopm ans pei6 Aptemus IgE (0202, ImmunoCAP)
Kopwm ansi pei6 TetpamuH IgE (0203, ImmunoCAP)
Kopm ans pbi6 OJadHus IgE (0207, ImmunoCAP)
KneH siceHenucTHbll IgE (T1, ImmunoCAP)
Bepesa IgE (T3, ImmunoCAP)

NewwmHa IgE (T4, ImmunoCAP)

Byk IgE (T5, ImmunoCAP)

500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00



41.449.
41.45.
41.451.
41.453.
41.457.
41.4509.
41.463.
41.465.
41.4609.
41.47.
41.471.
41.473.
41.475.
41.477.
41.479.
41.48.
41.481.
41.483.
41.485.
41.5.
41.51.
41.55.
41.600.
41.62.
41.65.
41.69.
41.7.
41.71.
41.73.
41.74.
41.75.
41.76.
41.77.
41.771.
41.78.
41.83.
41.84.
41.85.
41.86.
41.87.
41.88.
41.89.
41.9.
41.90.
41.900.
41.91.
41.92.
41.95.
41.96.
41.97.
41.98.

40.300.
40.301.
40.302.
40.3083.
40.304.
40.305.
40.306.
40.307.

40.308.
40.309.
40.310.
40.311.
40.315.
40.316.
40.318.
40.319.
40.321.
40.345.
40.346.
40.347.
40.348.
40.349.
40.357.
40.358.
40.359.

[y6 IgE (T7, ImmunoCAP)

MepxoTb cobaku IgE (E5, ImmunoCAP)

MBa IgE (T12, ImmunoCAP)

Tononb IgE (T14, ImmunoCAP)

HAceHb Bbicokun IgE (T25, ImmunoCAP)

CocHa BenmyTtosa IgE (T16, ImmunoCAP)

Bsiz IgE (T45, ImmunoCAP)

Koctep IgE (G11, ImmunoCAP)

Jncoxsoct nyroson IgE (G16, ImmunoCAP)
3Anutenuin mopckoi ceuHkK IgE (E6, ImmunoCAP)
MopopoxHuk naHuetToBuaHbiv IgE (W9, ImmunoCAP)
Am6po3usa Bbicokas IgE (W1, ImmunoCAP)
MoaconHeyHuk IgE (W204, ImmunoCAP)
Pomawka IgE (W206, ImmunoCAP)

MonbiHb IgE (W6, ImmunoCAP)

Alternaria alternata IgE (M6, ImmunoCAP)

Nebepa yeuesnuesmnaHas IgE (W15, ImmunoCAP)
Kpanuea gsyaomHas IgE (W20, ImmunoCAP)
Opysanuvk IgE (W8, ImmunoCAP)

Cladosporium herbarum IgE (M2, InmunoCAP)
Mepo rycuHoe IgE (E70, ImmunoCAP)

[MomeT BonHMCTOro nonyranyuka Ige (E77, ImmunoCAP)
Monoko kopoBbe IgG (F2, ImmunoCAP)
Onutenun kponvka IgE (E82, ImmunoCAP)
SAnutenuin xomsika IgE (E84, ImmunoCAP)

Mepo kypuubl IgE (E85, ImmunoCAP)

Aspergillus fumigatus IgE (M3, ImmunoCAP)
Mornoko kopoBbe IgE (F2, ImmunoCAP)

Monoko kunsiyeHoe IgE (F231, ImmunoCAP)
Monoko kunsyeHoe IgG (F231, ImmunoCAP)
CbiBopoTKa kopoBbero mosioka IgE (F236, ImmunoCAP)
CbiBOpoTKa kopoBbero moroka IgG (F236, ImmunoCAP)
Kosbe monoko IgE (F300, ImmunoCAP)

Kosbe mosoko IgG (F300, ImmunoCAP)

Mepo yTkm IgE (E86, ImmunoCAP)

Ao IgE (F245, ImmunoCAP)

Anuo IgG (F245, ImmunoCAP)

YKentok anyHbiv IgE (F75, ImmunoCAP)

XKenTok andHbiv IgG (F75, ImmunoCAP)

Benok andHbin IgE (F1, ImmunoCAP)

Benok sinyHbin IgG (F1, ImmunoCAP)

Myka rpeyHeBas IgE (F11, ImnmunoCAP)

Mucor racemosus IgE (M4, ImmunoCAP)

Myka rpeyHeBast IgG (F11, ImmunoCAP)

CradmnokokkoBbI aHTepoTokeuH TSST IgE (M226, ImmunoCAP)

Puc IgE (F9, ImmunoCAP)

Pwuc IgG (F9, ImmunoCAP)

Myka nwennyHas IgE (F4, ImmunoCAP)

Myka nwenunyHas IgG (F4, ImmunoCAP)

Myka oBcsiHas IgE (F7, ImmunoCAP)

Myka oBcsHast IgG (F7, ImmunoCAP)

12.01.03.3 3TAIN OnpegeneHve anneprokoMnOHEHTOB
OBomykomg srua nGal d1 IgE (F233, ImmunoCAP)
OBanbbymuH aviua nGal d2 IgE (F232, ImimunoCAP)
KoHanbbymuH anua nGal d3 IgE (F323, ImmunoCAP)
Tnzouum sinua nGal d 4 IgE (K208, ImmunoCAP)
Bepésa rBet v 1 PR-10 IgE (T215, InmunoCAP)
Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP)
TumodpeeBka nyrosas rPhl p1, rPhl p5b IgE (G213, ImmunoCAP)

MWHOPHbIE KOMMOHEHTBI MbIfbLbl M NPOAYKTOB pacTUTENbHOrO NpovcxoxaeHus IgE (G214,

ImmunoCAP)

MonbiHb NArt v1 IgE (W231, ImmunoCAP)

MonbiHb nArt v3 LTP IgE (W233, ImmunoCAP)

Amb6posna nAmb a1 IgE (W230, ImmunoCAP)

Alternaria alternata rAlt al IgE (M229, ImmunoCAP)

Koweka rFel d1 IgE (E94, ImmunoCAP)

Anb6ymuH cbiBopoTku Kowwku nFel d2 IgE (E220, ImmunoCAP)
Cobaka rCan f1 IgE (E101, ImmunoCAP)

Cobaka rCan f2 IgE (E102, ImmunoCAP)

AnbbymuH cbiBopoTku cobakn nCan f3 IgE (E221, ImmunoCAP)
Anbda-naktansbymuH IgE (F76, ImmunoCARP)
Beta-naktornobynuH IgE (F77, ImmunoCAP)

Kapn (MapeansbymuH) rCyp c1 IgE (F355, ImmunoCAP)
Owmera-5 MuagwH nwennupl rTria19 IgE (F416, ImmunoCAP)
Apaxuc rAra h1 IgE (F422, ImmunoCAP)

Apaxvc rAra h2 IgE (F423, InmunoCAP)

Apaxuc rAra h3 IgE (F424, ImmunoCAP)

Apaxuc rAra h8 PR-10 IgE (F352, ImmunoCAP)

500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00

500,00
500,00
500,00
500,00
1 700,00
1 700,00
1 700,00
1 700,00

1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00
1 700,00



40.360.
40.361.
40.362.
40.363.

24.100.

24.11.

24.13.

24.15.

24.17.

24.21.

24.3.

24.4.

24.5.

24.6.

24.7.
24.8.

24.9.

25.1.
25.10.

25.101.
25.103.
25.105.
25.107.
25.109.

25.11.

25.111.
25.113.
25.115.
25.119.

25.12.

25.121.
25.123.
25.125.
25.126.
25.127.
25.128.
25.129.

25.13.

25.130.
25.131.
25.132.
25.133.
25.134.
25.135.
25.136.
25.137.
25.138.
25.139.

25.14.

25.140.
25.141.
25.142.
25.143.
25.144.
25.147.
25.148.
25.149.

25.15.

25.150.
25.151.
25.152.
25.153.
25.154.

Apaxvic rAra h9 LTP IgE (F427, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP)

Tponomuno3unH kpeeeTok rPen a1l IgE (F351, ImmunoCAP)

CbIBOPOTOYHBIN anbbymuH nBos d6 IgE (E204, ImmunoCAP)

12.02.TEXHOJIOI'MA IMMULITE

12.02.01.1 STAI NepBUYHbIE TECTLI HAa ANNEPrnto (CKPUHWUHT)

CMECbH OEPEBbLEB Ne 3 (onbxa, 6epesa, newmHa obbikHoBeHHas!, Ay6, uea) IgE (TP9,
Immulite)

CMECbH AEPEBBEB Ne2 (onbxa, newuvHa obblkHOBEHHas1, BA3, vBa 6enas, Tononb) IgE
(TP5, Immulite)

CMECbH TPAB Ne1 (uBeTeHue mai-mionb) (exa cbopHas, oBCSHMLA Nyroeas, poxb
MHOroneTHsIs, TUModeeBka, Msi

CMECb TPAB Ne2 (useTeHue aBryct-CeHTs6pb) (aMbpo3nst NOSbIHHOMUCTHASA, NOMbIHbL
06bIKHOBEHHas!, MOA0POXKHUK

CMECb BbITOBbIX ANNEPIEHOB (nomaluHssi nbinb (greer), dermatophagoides
pteronyssinus, dermatophagoides f

CMECb KITEWEBbIX AITNEPFEHOB (knewy-gepmartodar NepuHHLIR, KneLl-gepmaTodar
My4HoW, dermatophagoides micro

CMECbH MULLEBBLIX NMPOOYKTOB (sinyHbI 6eM0oK, KOPOBbE MOMOKO, TPECKA, MLIEeHUYHas
MyKa, apaxuc, coeBble 600bl1) IgE (FP5, Immulite)

CMECb MULLEBBLIX NMPOAYKTOB (suyHbIn 6enok, KopoBbe MOMOKO, Tpecka, MNiueHnYHas
MyKa, apaxuc, coeBble 606bl

CMECb MACHbIX MPOOYKTOB (cBWHWHa, roBsiAMHA, KypuHoe Msico, 6apaHuHa) IgE
(FP73, Immulite)

CMECb MACHbIX NMPOOYKTOB (cBvHWHA, roBaguHa, KypuHoe msico, 6apaHuHa) IgG
(FP73, Immulite)

CMECb OBOLLEW (nommaopbl, MOPKOBb, kapToderb, YecHoK, ropunua) IgE (FP51,
CMECb OBOLEW (nomumopbl, MOpKOBb, kapToderb, YecHoK, ropunua) IgG (FP51,
Immulite)

CMECb OEPEBBEB Ne1 (kneH siceHenucTbIv, bepesa, oyb, B3, rpeukuin opex) IgE (TP1,
Immulite)

12.02.02.2 3TAI BbisiBneHne nHavsmayanbHOro anmnepreHa

Benok anyHbiv IgE (F1, Immulite)

Apaxuc IgG (F13, Immulite)

Pityrosporum orbiculare IgE (M70, Immulite)

Rhizopus nigricans IgE (M11, Immulite)

Knew gomawHen nbinv Dermatophagoides pteronyssinus IgE (D1, Immulite)

Knew nomaiuHen neinn Dermatophagoides farinae IgE (D2, Immulite)

Knew nomatuHen neinv Dermatophagoides microceras IgE (D3, Immulite)

Bo6bl coeBble IgE (F14, Immulite)

SAnutenuin cobakm IgE (E2, Immulite)

Mopckas cBuHka (anutenuin) IgE (E6, Immulite)

Onutenuin xomsika IgE (E84, Immulite)

SAnutenuin kpornvka IgE (E82, Immulite)

Bo6bl coeBble IgG (F14, Immulite)

Mepo BonHucToro nonyranyuka Ige (E78, Immulite)

MepxoTb nowaaw IgE (E3, Immulite)

BuwHs IgE (F242, Immulite)

Buwhs 19G (F242, Immulite)

Kny6Huka IgE (F44, Immulite)

KnybHuka IgG (F44, Immulite)

BuHorpag IgE (F259, Immulite)

KpeBeTku IgE (F24, Immulite)

BuHorpag IgG (F259, Immulite)

A6noko IgE (F49, Immulite)

Abnoko IgG (F49, Immulite)

AnaHac IgE (F210, Immulite)

Ananac IgG (F210, Immulite)

BaHaHbl IgE (F92, Immulite)

BaHaHebl IgG (F92, Immulite)

AnenbcuH IgE (F33, Immulite)

AnenbcuH IgG (F33, Immulite)

JlumoH IgE (F208, Immulite)

KpeseTku IgG (F24, Immulite)

JlnmoH IgG (F208, Immulite)

MpenndpyT IgE (F209, Immulite)

penndppyT IgG (F209, Immulite)

Mopkosb IgE (F31, Immulite)

MopkoBb IgG (F31, Immulite)

KapTtogens IgE (F35, Immulite)

Kaptodens IgG (F35, Immulite)

Tomart IgE (F25, Immulite)

Kode IgE (F221, Immulite)

Tomar IgG (F25, Immulite)

Kanycta ko4aHHasi IgE (F216, Immulite)

KanycTa ko4aHHas IgG (F216, Immulite)

Jococs IgE (F41, Immulite)

Jlococsk IgG (F41, Immulite)

1 700,00
1 700,00
1 700,00
1 700,00

1020,00
1020,00
1020,00
1020,00
1020,00
1020,00
1020,00
1020,00
1020,00
1020,00

1020,00
1020,00

1020,00

500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00



25.157.
25.158.

25.16.

25.163.
25.164.
25.165.
25.166.
25.167.
25.168.
25.169.

25.17.

25.170.
25.171.
25.172.
25.173.
25.174.
25.179.

25.18.

25.180.

25.19.
25.2.

25.20.
25.21.
25.22.
25.23.
25.24.
25.25.
25.26.
25.27.
25.29.
25.3.

25.31.
25.33.
25.35.
25.37.
25.39.
25.4.

25.41.
25.42.
25.43.
25.45.
25.47.
25.49.
25.5.

25.51.
25.53.
25.55.
25.57.
25.59.
25.6.

25.61.
25.65.
25.7.

25.8.

25.85.
25.89.
25.9.

25.91.
25.93.
25.95.
25.97.
25.99.

40.239.
40.240.
40.245.
40.246.
40.255.
40.256.
40.273.
40.277.
40.281.
40.282.

40.166.
40.168.
40.1609.
40.170.

YKentok anyHbiv IgE (F75, Immulite)

XKenTok anyHbin IgG (F75, Immulite)

Kodpe 1gG (F221, Immulite)

KasewH IgE (F78, Immulite)

Kaseun IgG (F78, Immulite)

Msico nHaeikn IgE (F284, Immulite)

Msco nHaeinkm IgG (F284, Immulite)

Myka pxxaHas IgE (F5, Immulite)

Myka pxxaHas IgG (F5, Immulite)

Myka rpeyHeBast IgE (F11, Immulite)

Monoko kunsyeHoe IgE (F231, Immulite)
Myka rpeyHeBas IgG (F11, Immulite)

Myka oBcsiHas IgE (F7, Immulite)

Myka oBcsHas IgG (F7, Immulite)

Puc IgE (F9, Immulite)

Puc IgG (F9, Immulite)

PyHayk IgE (F17, Immulite)

Monoko kuns4veHoe IgG (F231, Immulite)
dyHayk IgG (F17, Immulite)

CsuHuHa IgE (F26, Immulite)

Benok andHbin IgG (F1, Immulite)

CauHuHa IgG (F26, Immulite)

loBsgumHa IgE (F27, Immulite)

loBsguHa IgG (F27, Immulite)

KypuHoe msco IgE (F83, Immulite)

KypuHoe msco IgG (F83, Immulite)

BapanuHa IgE (F88, Immulite)

BapaHuHa IgG (F88, Immulite)

MepxoTb (anuTenmin) kowkw IgE (E1, Immulite)
MepxoTb cobaku IgE (E5, Immulite)

Mornoko kopoBbe IgE (F2, Immulite)
Aspergillus fumigatus IgE (M3, Immulite)
Aspergillus niger IgE (M207, Immulite)
Aspergillus nidulans IgE (M310, Immulite)
Aspergillus flavus IgE (M311, Immulite)
Candida albicans IgE (M5, Immulite)

Monoko koposbe IgG (F2, Immulite)
CTtadmnokokoBbl 3HTEPOTOKCHH A IgE (M80, Immulite)
CTtadnnoKkoKkoBbI 3HTepOTOKCUH B IgE (M81, Immulite)
Onbxa IgE (T2, Immulite)

Tononb IgE (T14, Immulite)

Bss IgE (T8, Immulite)

JewmHa obbikHoBeHHas IgE (T4, Immulite)
Tpecka IgE (F3, Immulite)

MBa 6enas IgE (T12, Immulite)

KneH siceHenucTHbIv IgE (T1, Immulite)
Bepesa IgE (T3, Immulite)

y6 IgE (T7, Immulite)

Axkauus IgE (T19, Immulite)

Tpecka IgG (F3, Immulite)

Byk IgE (T5, Immulite)

CocHa BenmyTtoBa IgE (T16, Immulite)

Myka nweHunyHas IgE (F4, Immulite)

Myka nwennyHas IgG (F4, Immulite)

MonbiHb 06bIKHOBEHHas IgE (W6, Immulite)
INe6epna IgE (W37, Immulite)

Apaxvc IgE (F13, Immulite)

Alternaria alternata IgE (M6, Immulite)
Cladosporium herbarum IgE (M2, Immulite)
Mucor racemosus IgE (M4, Immulite)
Penicillium brevi-compactum IgE (M305, Immulite)
Penicillium notatum IgE (M1, Immulite)
MOJIOKO IgE (Immulite)

MOJIOKO IgG (Immulite)

OBOLLUMU IgE (Immulite)

OBOLWMN IgG (Immulite)

OPYKTbI IgE (Immulite)

OPYKThI IgG (Immulite)

OPEXM IgE (Immulite)

OPEXMW IgG (Immulite)

CTtadunokokoBbli 3HTEpPOTOKCHMH A 1gG (M80, Immulite)
CTadmnoKkoKkKoBbIN 3HTepoTokcuH B IgG (M81, Immulite)
12.03.AIMNEPIrnA HA NEKAPCTBEHHBIE CPECTBA
12.03.01.TexHonorus ImmunoCAP
MpenonepaumoHHas naHenb IgE (ImmunoCAP)

AHTMCENTN4ecKne 1 aHTubakTepuanbHble cpegctea (ImmunoCAP)

AHTMOMOTUKM (IMmunoCAP)
WHcynuH IgE (ImmunoCAP)

500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
830,00
830,00
2 090,00
2 090,00
3 740,00
3 740,00
1250,00
1210,00
450,00
450,00

1 660,00
2 460,00
1 660,00
1260,00



41.419.
41.421.
41.425.
41.490.
41.491.
41.492.
41.493.
41.494.
41.495.
41.496.
41.497.
41.498.

40.339.
41.500.
41.501.
41.502.
41.503.
41.504.
41.505.
41.506.
41.507.
41.508.
41.510.
50.44.221

41.511.

41.512.
41.513.
41.514.

1911

1.92.1
1.93.

1.94.1
1.95.1
1.96.1.
1.97.1
1.98.1

1.99.1

50.2.2144

50.38.218
50.38.218

GNO001

GNO002

19.94.

GNP008
GNP021
GNP022
GNP023
GNP025
GNPO026
GNP028
GNPO030
GNP032
GNPO043
GNPO044
GNPO045
GNPO046
GNPO052
GNPO053
GNPO55
GNP066

GNPO034
GNPO049

Ddopmanbaerva/dpopmanuH IgE (K80, ImmunoCAP)

Jlatekc IgE (K82, ImmunoCAP)

XnopamuH IgE (K85, ImmunoCAP)

XnoprekcuauH IgE (C8, ImmunoCAP)

>KenatuH koposui IgE (C74, ImmunoCAP)

MennumnuH G IgE (C1, ImmunoCAP)

Menvumnmn V IgE (C2, ImmunoCAP)

Amvnmumnivi IgE (C5, ImmunoCAP)

AmokcuumnnuH IgE (C6, ImmunoCAP)

WHcynuH ceuHoi IgE (C70, ImmunoCAP)

WHcynvH 6biuui IgE (C71, ImmunoCAP)

WHeynuH yenoseyeckuit IgE (C73, ImmunoCAP)

12.03.02.TexHonorus Dr. Fooke

MecTHble aHecTeTVkm n MuopenakcaHTbl (10 wT) IgE (Dr. Fooke)

AnkypoHnuym IgE (C53, Dr. Fooke)

ApTukavH n YnbTpakauH IgE (C68, Dr. Fooke)

JInpokawmH n AcunokauH IgE (C82, Dr. Fooke)

MpokanH n HoeokawH IgE (C83, Dr. Fooke)

BeHsokauH IgE (C86, Dr. Fooke)

Kap6okawuH IgE (C87, Dr. Fooke)

MenwusakauH 1 lNMonokauvH IgE (C88, Dr. Fooke)

BynueakavH, AHekauH n MapkauH IgE (C89, Dr. Fooke)

MpunokaunH n LintanecT IgE (C100, Dr. Fooke)

TeTtpakavH n OQukauH IgE (C210, Dr. Fooke)

HanpokceH (c110)

12.04. TEXHOJIOIMA RIDA ANNEPITOCKPWH PA3BEPHYTBIE MNMAHENN

MAHEJb NEOVATPUYECKAA (RIDA-ummyHO6MOT) (7 pecnmpatopHbIX 1 13 nuLLeBbIX
annepreHos) IgE

MAHEJTb MUUWEBBLIX ANNTIEPTEHOB (RIDA-nmMyHO610T) (20 nuweBbix annepreHos) IgE
MAHEJIb PECIMTNMPATOPHbIX AITNEPIEHOB (RIDA-MMyHO6110T) (20 pecnvpaTopHbIX)
YHUBEPCAJIbHAA MAHEJb (RIDA-nmMyHO6510T) (13 pecnmpaTopHbIX U 7 MULLEBLIX
annepreHos) IgE

13.TOKCUKOJTIOIr'MYECKWME MCCITIEQOBAHUA

AHanuna moun "BpeaHble npuBbIYKU" (aNKOrosb, HUKOTUH, HAPKOTUYECKME 1 MCUXOAKTUBHbIE
BellecTBa - 6onee 800 npeacrasuTenei)

KonnyectBeHHoe onpeaerneHve ampeTaMmHa 1 ero NPon3BOAHbIX B MoYe
KonuyectBeHHoe onpefeneHe kaHHabMHOMAOB B MoYe

KonnyecTBeHHOE onpeferneHne KokarHa 1 ero MetTabornmMToB B MoYe

KonnyecTBeHHOe onpefeneH1e onvaToB B MoYe

KonuyectBeHHoe onpefeneHne 6apbutypatos B Moye

KonnyectBeHHoe onpeaernexvne 6eH3oanasenmHoB B MOYe

MpenBapuTenbHbIA aHanM3 Moyx Ha BbisiBRieHVe 9 rpynn HapKOTUHECKMX U NMCUXOAKTUBHbIX
BellecTB (onuaTsl, kaHHabuHouabl, aMdeTaMuH, MeTamdeTaMyH, KOKavH, aKCTa3n

WccnenoBaHve Moy Ha BbIsIBNEHWE YNOTPEGIEHUs) CUHTETUYECKUX KaHHABMHOMA0B
"CnalvicoB"

Yrnesog-aedmunTHbI TpaHcdeppuH (CDT)

14.IEKAPCTBEHHbIN MOHUTOPUHI

Banbnpoesas kucnota (Kon)

BanbnpoeBas kucnota (nocne npvema npenapata) (kon)

15.TEHETUYECKWVE UCCITIEQOBAHUA

15.01.YCIYIrv

Belgenenve OHK (sBnsetcs o693aTenbHON JONONHATENBHOW YCIyro Npy OCyLLEeCTBIEHWN
3akasa)

3akrnioyeHve Bpada-reHeTvka no oa4HOMY BUAY UCCIeoBaHuiA
15.02.KOMMNEKCbI FEEHETUYECKUX UCCNEJOBAHUIA
15.02.01.TepaneBTuyeckme uccnenoBaHus

BobisBnexune annenn 27 nokyca B HLA (HLA-B 27)

CuHapom XKunbbepa

"eHeTMKa KOMMIEKC NPOTPOMOBUH

JlenpeHoBckas myTaums

WHrmbutop aktuBaTopa nnasmuHoreHa

PeHNNKeToHypus

OcTeonopo3s (KoMMekc )

BonesHb KpoHa

CnuHanbHas amunoTpodusi

HenepeHocuMocCTb NakTo3bl

"'MnepToHus (KoMnnekc)

TPOMBODUITNA paclumpeHHas

Tpombocbunus - CKPUHUHT

TpombGodunms - 6a3oBhbIn

HelpoceHcopHas HecuHgpomarbHas Tyroyxoctb (GJB2). Monmmopduam: 35DelG
BPOHXWAJTIbHAA ACTMA (6a30Bblif)

HACNEOCTBEHHbLIV TEMOXPOMATO3

MYKOBMCLINAOOS

15.02.02.J1ekapCTBEHHbII MOHUTOPWHT

YyBCTBUTENBHOCTb K NEYEHMIO XPOHUYECKOrO renatuta pubaBMpuUHOM 1 MHTEPEPOHOM
Tpombocunus - oparnbHble KOHTPaLEeNTUBbI

500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00
500,00

4 200,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
550,00
800,00

4 160,00

4 160,00
4 160,00
4 160,00

2 400,00

1 490,00
1 700,00
1 540,00
1 700,00
1 700,00
1 490,00
1 490,00

3 950,00
3 000,00

2 000,00
2 000,00

300,00

790,00

2 140,00
1160,00
1 350,00

680,00

680,00
4 740,00
4 500,00
2 710,00
2 320,00
1290,00
3 790,00
5 660,00
2 320,00
3 960,00
1240,00
2 260,00
1 620,00
2 710,00

750,00
2020,00



GNPO050
GNPO0O51
GNPO060
GNPO61

GNPO19
GNP020
GNP048
GNPO57

GNPO11
GNP029

GNPO035
GNP047
GNPO069

20.119.
20.120.

19.40.
19.41.
19.42.

30.13.
30.16.

30.3.
30.4.
30.48.
30.8.

30.28.
30.29.
30.30.
30.31.
30.32.

GNO0001
GNO0002
GNO0003
GNO0005
GNO0006
GNO0007
GNO0008
GNO0009
GNO0010
GNO0011
GNO0012
GNO0013
GNO0014
GNO0015
GNO0016
GNO0017
GN0020
GNO0021
GN0022
GNO0023
GNO0024
GNO0025
GNO0026
GNO0027
GNO0035
GNO0036
GNO0038
GNO0039
GNO0040
GNO0041
GNO0042
GNO0045
GNO0046
GNO0048
GNO0049
GNO0050
GNO0055

MeTabonmam BapdapuHa - 6a30BhbIi

YyBCTBUTENBHOCTb K BUTAMUHy [

YYBCTBUTENBHOCTbL K NEYEHUIO UPUHOTEKAHOM
METABOJTIM3M KNOMWMAOIrPENA

15.02.03.0OHKoreHeTvKa

Pak ToncTom K1wkn 1 xenyaka(komnnekc )

HenonunosHbI pak TONCTOM KALLKU(KOMMMEKC )

Pak Mono4yHou xernesbl U SUYHUKOB - 6a3oBast

PAK MOJIOYHOW XENE3bl U ANYHUKOB (pacLumpeHrHbiit)
15.02.04.300poBbIi 06pa3 n3Hu

CKIMOHHOCTb K OXXUPEHUHO(KOMIMITEKC )
MpenpacnonoXeHHOCTb K ankoronmamy
15.02.05.Penpoaykuns

PakTtop Asoocnepmum (AZF)

MeTabonmam donaTos

MY>XCKOE BECIMJIOOME (komnnekc)
15.02.06.KapvotunmpoBsaHwve

AHanus kapvoTmna 1 naumeHTta

AHanus kapuoTuna (c potorpadmert xpomocom) 1 naumeHTa
15.02.07.TunupoBaHve reHos HLA I

Jlokyc DRB 1

Jlokyc DQA 1

Jlokyc DQB 1

15.03.TECThbI AHK HA OTLUOBCTBO/ MATEPVUHCTBO
15.03.01.MHdOpMaLMOHHbIE UCCea0BaHUA

Tect [HK Ha maTepnHCTBO (MHOPMaLMOHHBI) MaTb/pebeHok

Tect AHK Ha MaTepuHCTBO (MHOPMALMOHHBIN) TECT Ha MaTEPUHCTBO C POAUTENSAMM

MaTtepu (pebeHok/genyLka n 6abylika no matepu)

Tect [HK Ha oTuoBCTBO (MHbOPMaLMOHHbLIN) OTeL/pebeHok

Tect OHK Ha oTuoBCTBO (MHbOpMaLMOoHHbIN) OTeu/pebeHok/MaTb
BnnsHeL0BbIN TECT (2 YenoBeka)

Tect AHK Ha 0oTLOBCTBO (MHOPMaLUOHHBIN) TeCT Ha OTLOBCTBO C POAUTENSMM OTLA

(pebeHok/genyLwka n 6abylika no otuy)

15.03.02.Tect AHK nHdOpMaLMOHHBIW, AOMOMHUTENBHBIA YHaCTHUK
[ONONHUTENbHBIN y4acTHUK 1

Tect OHK MHpOPMaUMOHHBIN, LONOMHUTENBHBIN Y4aCTHUK 2

Tect OHK nHopMaLMOHHbBIN, AONONHUTESbHBIA YHACTHUK 3

Tect OHK MHGOpMaLMOHHbBIN, ONOMHUTENBHBLIN Y4aCTHUK 4

Tect OHK MHpOpMaUMOHHBIN, LONOMHUTENBbHBIN YY4aCTHUK 5

15.04. MHOMBWAOYANBHBLIE TEHETUYECKUE MCCITIEQOBAHUA
"nukonpoTtenH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A)
"mukonpoTtenH-P ABCB1: C3435T

"nukonpoTtenH-P ABCB1: ABCB1*8 (C1236T)

ApayumnH 1 anbcpa ADD1: G1378T

ApoyumH 2 (6eta) ADD2: C1797T

AnkoronbaernaporeHasa 1B (knacc 1) ADH1B: ADH1B*2 (Arg48His; Arg47His)
ApunonekTyH ADIPOQ: G276T

ApvnoHekTuH ADIPOQ: T45G

Berta-2-agpeHopeuentop ADRB2: Gly16Arg (G16R)
Beta-2-appeHopeuentop ADRB2: GIn27Glu (Q27E)
Beta-3-agpeHopeuentop ADRB3: Trp64Arg (W64R)
AHrnoTteHsmHoreH AGT: Met235Thr (M235T; Met268Thr; M268T)
AHrnoteHanHoreH AGT: AGT, -6A haplotype (-6G-A)

AHrnoTeHsuH Il peuentop, Tun 1 AGTR1: A1166C

BupycHbii oHkoreH AKT1: Glu17Lys (E17K)
AnbaernpnernaporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; E504K)
ANKK1: Glu713Lys; DRD2: TaqlA

AneHoMaTo3HbIN nonuno3 Toncton knwku APC: 1309Del5
ApgeHomaTo3HbIn nonuno3 Toncton kuwkn APC: lle1307Lys (11307K)
AneHoMaTo3HbI nonuno3 ToncTon kuwkm APC: Glu1317GIn (E1317Q)
AneHoMaTo3HbIN nonuno3 Toncton knwku APC: 1061Del5
AnonvnonpoteuH C-lIl APOC3: T-455C

AnonunonpoTtenH C-lll APOC3: C-482T

AnonvnonpoTtenH C-lll APOC3: C3238G

Perynsatop anontosza BCL2A1: G141A

HelipoTponHbii haktop mo3ra BDNF: Val66Met; V66M

Pak mono4Hol xenesbl 1 BRCA1: 5382InsC

Pak monoyHoi xenesbl 1 BRCA1: 4153DelA

Pak mono4Hom xene3bl 1 BRCA1: A1708E/V; Ala1708Glu/Val

Pak monoyHoi xenesbl 1 BRCA1: Arg1699Trp; R1699W

Pak monoyHoi xenesbl 2 BRCA2: 6174DelT

KanbumtoHnHosbin peuentop CALCR: C1377T (Pro447Leu)
XemoknH RANTES CCL5: G-403A; G-470A

I"nuko3undochaTannHo3nTon-cBsA3aHHbIn 6enok CD14: C159T; T-259C; C260T

CDH1: C-160A (C-285A)
CDH1: C2076T; Ex13-89T>C

Perynatop TpaHcmem6paHHoi npoeoaumocTu npu mykosucumaose CFTR: F508Del;

delta508

2 220,00
1240,00
1230,00
2 710,00

1 350,00
3 130,00
3 440,00
4 720,00

4 550,00
1 400,00

3 250,00
2 880,00
4 010,00

5 970,00
7 100,00

1 510,00
1510,00
1510,00

13 000,00
13 000,00

13 000,00
15 140,00
15 130,00
13 000,00

6 200,00
6 200,00
8 550,00
8 550,00
8 550,00

680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00



GNO0056

GNO0057

GNO0059

GNO0060

GNO0061
GNO0062
GNO0064
GNO0065

GNO066

GNO0067
GNO0069
GNO0070
GNO0071
GNO0073
GNO0074
GNO0076
GNO0077
GNO0078
GNO0079
GNO0080
GNO0081
GNO0082
GNO0083
GNO0085
GNO0091
GNO0095

GNO0096

GNO0097

GNO0099

GNO0106
GNO0107
GNO0108
GNO0109
GNO0110
GNO111
GNO0112
GNO0113
GNO0114
GNO0116
GNO0117
GNO0118
GNO0119
GNO0120
GNO0121
GNO0122
GNO0123
GNO0124
GNO0129
GNO0130
GNO0141

GNO0142
GNO0143
GNO0144
GNO0145
GNO0146
GNO0147
GNO0148
GNO0149
GNO0153
GNO0154
GNO0155
GNO0159
GNO0160
GNO161
GNO0162
GNO0166
GNO0167

Perynatop TpaHcmemb6paHHoi nposogMmocTy npy Mykosucumaode CFTR: Arg117His 680,00
(R117H)

Perynsatop TpaHcmembpaHHon npoBoaguMocTu npu mykoBucumaose CFTR: Trp128Ter 680,00
(W1282X)

Perynatop TpaHcmeM6paHHoi npoeogumocTy npu mykosucumaode CFTR: Del_lle507; Delta 680,00
1507

Perynatop TpaHcmem6paHHon nposoaumocTu npu mykosucumaode CFTR: 1677DelTA (2-bp 680,00
Del, 1677TA)

Perynsitop TpaHcmembpaHHoi npoBoauMocTy npu MykoBucumaose CFTR: 2143DelT 680,00
Perynatop TpaHcmem6paHHoi npoBogumocTy npu Mykosucumaode CFTR: 2184InsA 680,00
Perynsitop TpaHcmeM6paHHo npoBoAUMOCTY Npu MykoBucumaose CFTR: 3821DelT 680,00
Perynatop TpaHcmeMmb6paHHoi npoBoauMocTy npu Mykosucumaode CFTR: Gly542Ter 680,00
(G542X)

Perynatop TpaHcmem6paHHoi nposogumocTy npu mykosucumpode CFTR: Asn1303Lys 680,00
(N1303K)

Perynsitop TpaHcmeMm6paHHo npoBoauMOCTY Npu MykoBucumaose CFTR: L138Ins 680,00
Perynsatop TpaHcmembpaHHoi npoBoauMocTy npu mykosucumaose CFTR: 3849+10kbC>T 680,00
YeknonHTt-knHaza 2 CHEK2: lle157Thr (I1157T) 680,00
YeknonHT-knHasa 2 CHEK2: 1-bp Del, 1100C (1100DelC) 680,00
YeknonHT-knHasa 2 CHEK2: Arg181His (R181H) 680,00
YexknowHT-knHasa 2 CHEK2: Glu239Lys/Ter (E239K/X) 680,00
Anbda-5-H1KOTUHOBLIN xornHeprideckuii peuentop CHRNAS: Asp398Asn (D398N) 680,00
NekTuH, C-Tvn CLEC7A: Tyr238Ter (Y238X) 680,00
Xunmasza 1 CMA1: G-1903A (BstXI-polymorphism) 680,00
KonnareH tvn |, anbda 1 COL1A1: Sp1-polymorphism (G2046T) 680,00
KonnareH tvn |, anbcba 1 COL1A1: G-1997T 680,00
KonnareH tun |, anbcpa 1 COL1A1: 1663Ins/DelT 680,00
Konnaren tun lll, anbcpa 1 COL3A1: G2092A (Ala698Thr; A698T) 680,00
KonnareH Tvn V, anbda 1 COL5A1: C267T (BstUI-polymorphism) 680,00
Katexon-O-meTtuntpaHcgepasa COMT: A-98G (-118A>G) 680,00
CYP1Al: CYP1A1*2A (Mspl Polymorphism) 680,00
Lintoxpom P450, cemeincteo 2, noacemeiicteo C, nonunentug 9 CYP2C9: CYP2C9*2 680,00
(Arg144Cys; R144C)

Lintoxpom P450, cemenctso 2, noacemencteo C, nonunentug 9 CYP2C9: CYP2C9*3 680,00
(lle359Leu; I359L)

Lintoxpom P450, cemeiicTBo 2, noacemeiicteo E, nonmnentug 1 CYP2E1: C-1053T 680,00
(CYP2E1*5B)

Lintoxpom P450, cemeinctso 2, noacemenctseo E, nonunentng 1 CYP2E1: G-1293C 680,00
(CYP2E1*5B)

MnaueHTapHbI 1 npocTaTuyeckun DLG DLG5: Arg140GIn (R30Q) 680,00
OurupponvpumnanH gervgporeHasa DPYD: DPYD*2A (IVS14+1G>A) 680,00
OurnoponupmumunanH gerngporeHasa DPYD: Met166Val (M166V) 680,00
OurngponvpumnanH gervaporeHasa DPYD: DPYD*9A (Cys29Arg; C29R) 680,00
HNodamuHosbin peuentop D1 DRD1: rs686 (*62C>T) 680,00
HodamuHosbin peuentop D1 DRD1: Ddel Polymorphism (DRD1_48A/G) 680,00
HodammHoBein peuentop D2 DRD2: 141Clins/Del (-141Clns/Del) 680,00
HNodamuHoBbin peuentop D2 DRD2: rs6277 680,00
Peuentop aktogucnnasunHa A2 EDA2R: rs1352015 680,00
3nokeuarugponasa 1 EPHX1: Tyr113His (Y113H) 680,00
Onokeuarngponasa 1 EPHX1: His139Arg (A416G) 680,00
OcTporeHosbii peuenTtop 1 ESR1: Xbal Polymorphism (A-351G) 680,00
ScTporeHosbll peuentop 1 ESR1: Pvull (T-397C) 680,00
OcTporeHosbil peuentop 1 ESR1: Btgl Polymorphism (G2014A) 680,00
®dakTop koarynauum Xl (nonmnentng A1) F13A1: Val34Leu (Val35Leu) 680,00
daktop koarynauum Il (TpombuH) F2: G20210A 680,00
daktop koarynauum Il (TpombuH) F2: Thr165Met (T165M) 680,00
dakTtop koarynauum V (F5 daktop Jlenpena) F5: Factor V Leiden (G1691A; Arg506GIn) 680,00
dubpuHoreH (KoarynsiumoHHbin dpaktop 1) FGB: C-148T 680,00
durbpuHoreH (KoarynaumoHHbin dhaktop 1) FGB: G-455A (G-467A) 680,00
DoNnNMKYNoCTUMynupytoLLniA ropMoH, 6eta nonvnenTug FSHB: Tyr76Ter (Tyr94Ter; Y76X; 680,00
Y94X)

Peuentop ramma-ammHoGyTpoBol kucrnoTel A (arnbda 1) GABRA1: rs2279020 680,00
Peuentop ramma-ammHobyTrpoBoi kncnoTel A (anbda 2) GABRA2: rs279871 680,00
PeuenTtop ramma-amnHoGyTMpoBol kucrnoThl A (anbda 6) GABRAG: rs3219151 680,00
Peuentop ramma-amnHoGyTMpoBOM kucroThbl A (anbga 6) GABRAG: C1236T 680,00
'T® yuknormgponasa 1 GCH1: rs8007267 680,00
'T® yuknorngponasa 1 GCH1: rs3783641 680,00
'T® yuknormaponasa 1 GCH1: rs10483639 680,00
KoHHekcuH 26 GJB2: 35DelG 680,00
TpombouunTapHbIv rnmkonpoTenH Ib, anbda-nonunentug GP1BA: Thr161Met (T161M) 680,00
TpombGouunTapHbI rnvkonpoTeuH Ib, anbda-nonunentug GP1BA: Ins/Del (VNTR A, B, C, D) 1150,00
TpombouunTapHbIv rvkonpoTtenH Ib, ansda-nonunentng GP1BA: T-5C; Kozak sequence 680,00
nyTatnoH S-tpaHcdepasa M1 GSTM1: null genotype 1150,00
nyTatnoH S-tpaHcdepasa N1 GSTP1: lle105Val (1105V) 680,00
nyTatnoH S-tpaHcdepasa M1 GSTP1: Ala114Val (A114V) 680,00
'nyTatnoH S-tpaHcdepasa Tetal GSTT1: null genotype 1150,00
"'manypoHaH-cesi3biBatoLwmn npotenH 2 HABP2: Gly534Glu (G534E) 680,00
HLA-komnnekc, rpynna 9 HCG9: rs6904029 680,00



GNO0168
GNO0169
GNO0170
GNO0172
GNO0189
GNO0190
GNO0191
GNO0211
GNO0212

GNO0217
GNO0219
GNO0220
GNO0221
GNO0225
GNO0230
GNO0232
GNO0233
GNO0234
GNO0235
GNO0238
GNO0239
GNO0240
GNO0241
GNO0242
GNO0243
GNO0244
GNO0245
GNO0246
GNO0247
GNO0248
GNO0249
GNO0250
GNO0251
GNO0252
GNO0259
GNO0261
GNO0268
GNO0269
GNO0270
GNO0271
GNO0272
GNO0273
GNO0274
GNO0275
GNO0276
GNO0277
GNO0281
GNO0282
GNO0284
GNO0285
GNO0287
GNO0288
GNO0292
GNO0293
GNO0294
GNO0295
GNO0296
GNO0298
GNO0299
GNO0300
GNO0301
GNO0307
GNO0313
GNO0314

GNO0315

GNO0316
GNO0324
GNO0325
GNO0326
GNO0328
GNO0329
GNO0330
GNO0332
GNO0333

HLA-komnnekc, rpynna 9 HCG9: rs3823375

"emoxpomaTto3 HFE: His63Asp (H63D)

"emoxpomaTo3 HFE: Cys282Tyr (C282Y)

"maBHbIN KOMNMEKC ructocoBMecTumocTy, knacc |, A HLA-A: rs6457110

["NaBHbIN KOMMIIEKC MMCTOCOBMECTMMOCTK, knacc |, J (ncesgoreH) HLA-J: rs4959039
3-rngpokcun-3-meTunrnytapun-koaHamm A pegyktaza HMGCR: rs12654264
3-rmapokcun-3-meTuirnytapun-koaHamm A pegyktasa HMGCR: T/G SNP 29
WHTerpuH, anbda 2 ITGA2: C807T

WHTerpuH, 6eTa 3 (TpombouunTapHbii rivkonpoTtewnH llla) ITGB3: PIA1/PIA2 (Leu33Pro;
T1565C; HPA-1b)

Naktasa LCT: T-13910C (C/T-13910)

JlentuHoBbIn peuentop LEPR: Lys656Asn (K656N)

JlentuHoBbIn peuentop LEPR: Lys109Arg (K109R)

NentuHoBbiv peuenTtop LEPR: GIn223Arg (Q223R)

MoHoamuHokcmaasa A MAOA: 30-bp VNTR (L/H)

PeuenTtop menaHokopTuHa (4 Tun) MC4R: Val103lle

Pak npsiMmo kuwku, Henonmno3Hein (tun 2) MLH1: His329Pro (H329P)

Pak npsmon kuwkn, Henonmno3Hein (tun 2) MLH1: Pro648Ser

Pak npsmow Kuwku, Henonmno3aHeln (tun 2) MLH1: Ala681Thr

Pak npsiMo Kuwku, Henonuno3Hein (tun 2) MLH1: G-93A (93G>A)
MeTtunentetparngpodonatpeaykrasa MTHFR: C677T (Ala222Val)
MeTunenteTtparngpodonatpeayktaza MTHFR: A1298C (Glu429Ala)

MeTnoHuH cuHTaza MTR: Asp919Gly (A2756G)

Pepyktasa MTRR: lle22Met (A66G)

MutY romoror 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp)

MutY romoror 1 (E.coli) MUTYH: Tyr165Cys (Y165C)

N-aueTtuntpaHcdepasa 2 NAT2: lle114Thr (T341C)

N-auetunTpaHcdepasa 2 NAT2: C481T

N-aueTuntpaHcdepasa NAT2: Arg197GIn (G590A)

N-aueTtuntpaHcdepasa NAT2: Gly286GIu (G857A)

N-auetuntpaHcdepasa NAT2: Lys268Arg (A803G)

NOD-nogo6Hbi peuentop 2 NOD1: T-160C (G796A)

NOD-nopo6Hbi peuentop 2 NOD2: Arg702Trp (R702W)

NOD-nogo6Hbin peuentop 2 NOD2: Gly908Arg (G908R)

NOD-nogo6Hbii peuentop 2 NOD2: 3020InsC

JHpooTenvanbHasa cMHTasa okeuga asota, Tun 3 NOS3: 4b/a VNTR polymorphism (4a/4b)
OHagoTenuanbHasl cuHTasa okcuaga asota, Tun 3 NOS3: T-786C

OnvoungHbivi peuentop M1 OPRM1: Asn40Asp (N40D; A118G)
PeHnnananuHrugpokeunasa PAH: IVS12+1g>a

DdeHunananvHrugpokcunasa PAH: Arg408Trp

deHunanaHuHrugpokcunasa PAH: Arg252Gly (Arg252Trp)

DdeHunananuHrugpokcunasa PAH: Arg158Gin (Arg158Pro)
deHunanaHuHrugpokcunasa PAH: Pro281Leu (P281L)

deHunananvHrugpokcunasa PAH: IVS10-11g>a

PeHvnananuHrngpokeunasa PAH: Arg408Gin (R408Q)

DdenHunananunHrugpokcunasa PAH: lle65Asn (lle65Thr; lle65Ser)
MpoonnomenaHokopTnH POMC: Arg236Gly (R236G)

PeuenTtop ramma, aktmBupyemeblin nponudgpepatamm nepokcucom PPARG: Pro12Ala (P12A)
MpoTeunH-TuposuHdoctaTasa 22 PTPN22: Arg620Trp (R620W)

MpoTtooHkoreH RET: Cys611 (Cys611Trp)

MpoTtooHkoreH RET: Cys618 (Cys618Ser/Arg)

MpoTtooHkoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser)

MpoTtooHkoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp)

MHrnbutop aktneatopa nnasmuHoreHa SERPINE1: 4G/5G (PAI1: 4G/5G; Ins/Del G)
HenpoTtpaHcMuTTepHbIN nepeHocuuk godammHa SLCBA3: 3'UTR 9/10 VNTR (40-bp VNTR)
HelpoTpaHCMUTTEPHBIN NepeHocuunk godammHa SLCBA3: G2319A
HelMpoTpaHCcMUTTEPHEIN NnepeHocuunk aodammHa SLCBA3: intron 8 VNTR
HenpoTpaHCcMUTTEPHBIN NnepeHocuunk cepoToHHa SLCBA4: Long/Short (L/S; 44-bp Ins/Del)
DakTop BbIKMBAHUS MOTOPHbIX HeripoHoB SMN1: EX8DEL

DaKTop BbPKMBAHWUS MOTOPHbIX HeMpPOHOBSMN1: EX7DEL

Cynpeccop 1 uutokmHoBow curHanmusaumm SOCS1: rs243327

MuToxoHgpuanbHas cynepokcupgaucmyTasa 2 SOD2: Val16Ala (V16A)

MpoTeunH 2, noaoGHbIN TpaHckpunumoHHomy chaktopy 7 TCF7L2: IVS3C>T

dakTop Hekpo3sa onyxoner TNF: TNF-308 (G-308A)

CynepcemelicTBO pelientopa daktopa Hekposa onyxonen, nentug 11b TNFRSF11B:
Asn3Lys (G1181C)

CynepcemelicTBO peLienTopa aktopa Hekpo3a onyxonen, nentug 11b TNFRSF11B: T245G
(245T>G)

OnyxoneBbivi npotenH P53 TP53: Arg72Pro (Ex4+119C>G)

T-KneTouHbIV nurang youkemtmHa-1 UBASH3A: rs11203203

T-KneTouHbIN nurang yonksmtuHa-1 UBASH3A: rs2839511

Monunentua 1A cemenctea YOA®P-rrokyponHuntpaHcdepasbl 1 UGT1A1: UGT1A1*28
Peuentop Butammta D VDR: b/B (Bsml Polymorphism; IVS10+283G>A)

Peuentop ButamuHa D VDR: A-3731G (Cdx2)

Peuentop ButammHa D VDR: Fokl Polymorphism; Ex4+4T>C

Komnnekc anokcua-peayktasbl ButammHa K, cyobeanHmnua 1 VKORC1: C381T (T-4931C)
Komnnekc anokcua-peaykTtasebl ButamuHa K, cydbeaunmua 1 VKORC1: G-1639A (G3673A)

680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
1150,00

1150,00
680,00
680,00
680,00

1150,00

1150,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00

1150,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00
680,00

1150,00
680,00
680,00

1150,00

1150,00

1150,00
680,00
680,00
680,00
680,00
680,00

680,00

680,00
680,00
680,00
1690,00
680,00
680,00
680,00
680,00
680,00



GNO0334
GNO0335
GNO0336
GNO0345

Komnnekc anokcua-peaykTtasbl ButamuHa K, cyobeauHmua 1 VKORC1: C1173T (C6484T)
Komnnekc anokcuna-pepykTtasel Butamuna K, cydbbeamnmnua 1 VKORC1: G6853C (G1542C)
Komnnekc anokcua-peaykTtasbl ButamumHa K, cyobeauHmua 1 VKORC1: C2255T (C7566T)
MpoTeunH 6, cxoaHbii ¢ C1qg 1 dpakTopom Hekposa onyxonenn C1QTNF6: rs5756546

680,00
680,00
680,00
680,00



